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genomic position
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genomic position



0

M22

0

BY

0

RM

0

YPS163

0

YJM145

0

CLIB413

0

YJM978

0

YJM454

0

YPS1009

0

I14

0

Y10

0

PW5

0

273614N

0

YJM981

0

CBS2888

0

CLIB219

chrI chrIII chrV chrVII chrVIII chrX chrXI chrXIII chrXIV chrXVI

Cobalt Chloride      266 total QTL       |   165 joint QTL
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genomic position
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genomic position
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Diamide      188 total QTL       |   122 joint QTL

genomic position
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EGTA      266 total QTL       |   140 joint QTL
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genomic position



0

M22

0

BY

0

RM

0

YPS163

0

YJM145

0

CLIB413

0

YJM978

0

YJM454

0

YPS1009

0

I14

0

Y10

0

PW5

0

273614N

0

YJM981

0

CBS2888

0

CLIB219

chrI chrIII chrV chrVII chrVIII chrX chrXI chrXIII chrXIV chrXVI

EtOH Glu      196 total QTL       |   111 joint QTL

genomic position
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genomic position
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Formamide      151 total QTL       |   99 joint QTL

genomic position
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Fructose      222 total QTL       |   118 joint QTL
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Galactose      159 total QTL       |   106 joint QTL

genomic position
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Glycerol      205 total QTL       |   116 joint QTL

genomic position
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Lactate      220 total QTL       |   128 joint QTL

genomic position
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Lithium Chloride      270 total QTL       |   159 joint QTL

genomic position
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Magnesium Chloride      222 total QTL       |   133 joint QTL

genomic position
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Maltose      157 total QTL       |   96 joint QTL

genomic position
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Manganese Sulfate      349 total QTL       |   174 joint QTL

genomic position
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Mannose      211 total QTL       |   114 joint QTL
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Methotrexate      258 total QTL       |   159 joint QTL
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Neomycin      216 total QTL       |   132 joint QTL

genomic position
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genomic position
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Raffinose      257 total QTL       |   140 joint QTL
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SDS      217 total QTL       |   117 joint QTL

genomic position
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Sorbitol      223 total QTL       |   124 joint QTL

genomic position
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Sucrose      189 total QTL       |   104 joint QTL

genomic position
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Tunicamycin      344 total QTL       |   195 joint QTL

genomic position
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Xylose      126 total QTL       |   82 joint QTL
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chrI chrIII chrV chrVII chrVIII chrX chrXI chrXIII chrXIV chrXVI

YNB ph3      60 total QTL       |   52 joint QTL

genomic position
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YPD      198 total QTL       |   106 joint QTL
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YPD 15C      147 total QTL       |   77 joint QTL

genomic position
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YPD 37C      164 total QTL       |   99 joint QTL
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