Figure 5 – source data 1: Table 1 contains all mean ± s.e.m. data related to quantifications shown in main Figure 5, sorted by genotype and experimental condition.

Table 1
	Figure 5 E
	
	
	

	
	Peak/Post

	
	Basal
	10μM PTX
	100μM PTX

	WT
	1.106 ± 0.109
	0.805 ± 0.061
	0.416 ± 0.113

	S278T
	0.988 ± 0.093
	1.001 ± 0.064
	0.884 ± 0.039
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