86

92

91

+|_—Thalassfosira pseudonana CCMP1335 @ XP_002295566
P
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| 99

Babesia bigemina BOND @ BBBOND_0405160

Babesia bigemina BOND @ BBBOND_0405750

Babesia bigemina BOND @ BBBOND_0405760

Theileria equi WA @ BEWA_012100

Babesia microti Rl @ BMR1_01G01470 .

° — Plasmodium falciparum 3D7 @ PF3D7_0508300 PfoTPT apicomplexans
Haemoproteus tartakovskyi SISKIN1 @ HtProtein5408 +

98

Toxoplasma gondii ME49 @ TGME49_261070 APT

50 Hammondia hammondi @ XP_008882958 chrompodellids
Neospora caninum Liverpool @ XP_003882864 +
Sarcocystis neurona SO_SN1 @ SRCN_2219.mRNA-pl Dlgya/um

Eleutheroschizon duboscqi @ DN22819 _c3_g4_il

Selenidium pygospionis @ DN14304_c1_g1l_i7
Selenidium pygospionis @ DN16433_c6_gl_il

Eimeria tenella Houghton @ ETH_00044000

95— Rhytidocystis sp. 1 @ DN13859_c0_g3_il

Rhytidocystis sp. 1 @ DN13859_c0_g2_il

Rhytidocystis sp. 1 @ DN13859_c0_g1_i2

Rhytidocystis sp. 2 @ DN4580_c3_g7_il

Siedleckia nematoides WS2 @ DN43258_c4_gl_il

Siedleckia nematoides WS1 @ DN26333_c1_g1_i3 + DN26333_c1_gl1_il

Symbiont X ex Scoloplos @ DN32942_c4_g4_il1
Voromonas pontica ATCC50460 @ compl1877_c0_seql
Alphamonas edax BE-2 @ GDKI01033791

Chromera velia CCMP2878 @ Cvel_14977
Alphamonas edax BE-2 @ GDKI01039359
Chromera velia CCMP2878 @ Cvel_15077
Alphamonas edax BE-2 @ GDKI01011856
Vitrella brassicaformis CCMP3155 @ Vbra_7368
Vitrella brassicaformis CCMP3155 @ Vbra_21143.t1-pl
Lankesteria abbottii Grappler Inlet BC @ CAMPEP_0113844892
- r Digyalum oweni WS3 @ DN12152_c0_g1_il
L| d 1 Digyalum oweni WS1 @ DN31307_c2_g11_il

Colpodella angusta BE-6 @ GDKJ01027518.1
Babesia bigemina BOND @ BBBOND_0107470
Theileria equi WA @ BEWA_037500
Babesia microti Rl @ BMR1_03g01020
Plasmodium falciparum 3D7 @ PF3D7_0530200 PfiTPT
Haemoproteus tartakovskyi SISKIN1 @ HtProtein4665

99

95 Rhytidocystis sp. 2 @ DN3310_c0_gl_il
96[ Rhytidocystis sp. 1 @ DN16277_c3_g1_il !
Rhytidocystis sp. 1 @ DN15055.c0_g2_ i1 PfiTPT
Rhytidocystis sp. 1 @ DN15776_c2_g2_il clade

55 Chromera velia CCMP2878 @ Cvel_10957[SP]
Vitrella brassicaformis CCMP3155 @ Vbra_14545 1
Vitrella brassicaformis CCMP3155 @ Vbra 16765.t1-pl

91 Prorocentrum minimum CCMP2233 @ CAMPEP_0191181668
Amphidinium carterae CCMP1314 @ CAMPEP_0186469996

80 Symbiodinium minutum Mf1.05b @ symbB.v1.2.034428.t2

Akashiwo sanguinea @ comp12984_c0 seql

Dinophysis acuminata DAEPO1 MMETSP0797 @ CAMNT_0020967127
Prorocentrum minimum CCMP2233 @ CAMPEP_0191164708

99t Prorocentrum minimum CCMP2233 @ CAMPEP_0191164770

|

haeodactylum tricornutum CCAP 1055 @ XP_002177348

Chrysochromulina sp. CCMP291 @ KOO31396

plastid-targeted TPTs
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