
Cl_cgr-mass_37388 - U U U A G U U A U U UG AG C U CGGU -
Cl_cgr-mass_17756 C U AG A A U UG U U CG A A C U UGG U U
Cl_cgr-mass_2494 C U AG AG U UG U U UG AG C U CGGU -
Cl_cgr-mass_627 C UGGAG U U A U U UG AG C U UGGU -
Cl_cgr-pm_10999 U UGGAG U U A U U UG AG U U CGGU -
Cl_cgr-pm_6032 - U U U A G U U A U U UG AG C U CGGU -
Cl_cgr-pm_4699 C U AG AG U UG U U CG AG C U CGGU -
Cl_cgr-pm_137 C UGGAG U U A U U UG AG C U UGGU -
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AT1G327703.0 NAC012 A U U CG UG A AG U UG A U C U A A A C A AG C U UG AG C C U UGGGA U A U U C A AG AG
AT5G623803.0 NAC101 A U C A A AG A UG U UG A U C U C U A C A A A A U CG AG C C A UGGGA C A U C C A AG AG
AT3G619101.0 NAC066 A U U C C UG A C A U UG A U C U C A A C A AG C U CG AG C C U UGGGA U A U U C A AG AG
AT3G290353.0 NAC3 A U UGG UGA AG U UG A U C U C A A C A A AG U CG AG C C U UGGGA C U UG C C U UGG
AT2G467701.0 NST1 A U U CG CG A CG U UG A U C U C A A C A AG C U CG AG C C U UGGGA C A U U C A AG AG
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Cl_cpe-2017_12425 - - C U U A C C U A C C U U U C U U C A C U
Cl_cpe-2017_1300 C A C U U A C C U A C C U U U C U U C A C -
Cl_cpe-2015_28242 - - C U U A C C U A C C U U U C U U C A C U
Cl_cpe-2015_1347 C A C U U A C C U A C C U U U C U U C A C -
Cl_ccm_52592 - - C U U A C C U A C C U U U C U U C A C U
Cl_ccm_6792 C A C U U A C C U A C C U U U C U U C A C -
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AT5G157901.0 RING/U-box_superf C U C AG U UG C A U U U A UG A A UGG A UGGAGAG A AG UG A A A A C UG C C C UG U U
AT3G022902.0 RING/U-box_superf C U U AG U UG C A U U U A UG AG UGGA UGGAGAG A AG UG A A A A C UG U C C AG U C
AT1G690851.0 E3 ubiquitin-prot C U UG C A UG C A U C U A UG A A UGG A UGGAGAG A AG UG A AG U U UG U C C C U U U
AT5G413501.0 RING/U-box_superf C U UG C A UG C A U U C U AG A A UGG A UGGAGAG A AG UG A A A C C UG C C C CG U C
AT5G388951.0 RING/U-box_superf C U U AG C UG U A U U U A UG A A UGG A UGGAGAG A AG UG A A A C U UG C C C CG U C
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Cl_cgr-mass_7885 - - - - U C A G A U A C U U A U A U A CGG A U U
Cl_cgr-mass_2085 - - - A A C A G A UG C U U A UG U A CG U C U U
Cl_cgr-mass_914 - - - A U C A A A UG C U U A A A U A CGG A U U
Cl_cgr-pm_35307 - - - - - C A G A U A C U U A U A U A CGG A U U
Cl_cgr-pm_8755 - - - - U C A G A UG C U U A UG U A CG U C U U
Cl_cgr-pm_1040 - - - A A C A G A U A C U UG U A U A CGG A U U
Cl_cgr-pm_808 - - - A U C A A A UG C U U A A A U A CGG A U U
Cl_cgr-pm_271 - - - A A C A G A UG C U U A UG U A CG U U U U
Cl_cpe-2017_33377 U U U A A C A A A U A C U U A UG U A CG U C U -
Cl_cpe-2017_5671 - - - - C C A G A UG C U U A A A U A CG U U U -
Cl_cpe-2017_2071 - - - A C C A U A U A C U U A U A U A CG U U U -
Cl_cpe-2017_665 - - - A C C A C A UG C U U A UG U A CG U C U -
Cl_cpe-2017_194 - - - A A C A A A U A C U U A UG U A CG U C U -
Cl_cpe-2017_9 - - G A U C AG A UG C U U A A A U A CG U U U -
Cl_cpe-2015_20147 - A G A U C AG A UG C U U A A A U A CG U - - -
Cl_cpe-2015_4852 - - - - C C A G A UG C U U A A A U A CG U U U -
Cl_cpe-2015_2178 - - - A C C A U A U A C U U A U A U A CG U U U -
Cl_cpe-2015_1077 - - - A C C A C A UG C U U A UG U A CG U C U -
Cl_cpe-2015_114 - - - A A C A A A U A C U U A UG U A CG U C U -
Cl_cpe-2015_5 - - G A U C AG A UG C U U A A A U A CG U U U -
Cl_ccm_27265 - A G A U C AG A UG C U U A A A U A CG U - - -
Cl_ccm_7146 - - - - C C A G A UG C U U A A A U A CG U U U -
Cl_ccm_4559 - - - A C C A C A UG C U U A UG U A CG U C U -
Cl_ccm_871 - - - A A C A A A U A C U U A UG U A CG U C U -
Cl_ccm_7 - - G A U C AG A UG C U U A A A U A CG U U U -
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AT5G657003.0 BAM1 C A CG AG A CG A A U C U A C U UG U C U A UG AG U A C A UG C C U A A UGGU AG U C U C
AT3G205300.0 Protein_kinase_su GGUG A U C A A CGG A U U C U UG U C U A UG A A U A C A UG C A A A A UGGC U C U U U A
AT4G231402.0 CRK6 GGAG AGGA A AG A A U U U UGG U C U A CG AG U A U A UG C C U A A C A A A AG C C U U
AT4G231602.0 CRK8 GGAG AGGA A AG A A U U U UGG U C U A CG AG U A U A UG C C U A A C A A A AG C C U U
AT1G763603.0 Protein_kinase_su GAG A A C C AG U U C C U U U UGG U C U A UG AG U A U U UG C C U A A AGGA AG C C U U
AT4G273002.0 S-locus_lectin_pr GGUG A AG A A UG U A UG U UG A U C U A UG AG U A U A UG C C U A A C A A A AG U U U A
AT4G213902.0 B120 GGAG A AG AG A A A A UG C U UG U U U A UG AG U A U A UG C C U A A C A AG AG C U UG
AT3G158902.0 Protein_kinase_su GGA C A AG A A CG U C U U C U UG UG U A CG AG U A C A UG C AG A A U U UG AG C U UG
AT2G396601.0 BIK1 GA UG A A C A C CG U C U U C U AG U C U A CG AG U U U A UG C A A A A AGGA AG U C U U
AT1G240302.0 Protein_kinase_su GGGA A A C A C CGG U U C C U AG U A U A UG A A U A U A UG C A A A A UGGA A A C C UG
AT3G098302.0 Protein_kinase_su GGA A U C C A A CGG C U U U UGG U U U A UG A A U A C A UG C C U A A C CG A AG UG U U
AT3G535902.0 Leucine-rich_repe A U CGGGGA A C AG A UG C UGGU A U A UG AG U A U A UG C C U A A UGGA A A UG UG
AT3G597003.0 HLECRK A A AG AG A A U C U C U A C U UGG UG U A UG A C U A U A UG C C U A A UGGA AG C C U U
AT5G600803.0 Protein_kinase_su A UGG A A A A A AG UG U C C U AG U C U A CG A A U U C A UG C C U A A UGGC U C U C U U
AT3G428803.0 PRK3 CG AG A AG AG A AG C U UG U UG U C U C UG A A U A C A UG C C U A A A AG C AG U C U A
AT5G067402.0 Concanavalin_A-li AGG A AGGAG U A U C U U C UGG U U U A UG AG U A U A UG C C U A A CGGA AG C U UG
AT4G202702.0 BAM3 A A AG A CG UG A A U C U C C U UG U U U A CG AG U A U A UG C C U A A UGGU AG C C U C
AT3G197001.0 IKU2 GAGGA C AG U A AG C UG C U UG U C U A UG AG U A U A UG C C U A A UGGA AG C U UG
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Cl_cgr-mass_22564 - U U C U G C C U U A C U U U U A CG U U U -
Cl_cgr-mass_1328 - U U C U A C C C U A C U U C U A CG U C U C
Cl_cgr-pm_41013 - U C C U A C C U U A C U U U U A C C U C U -
Cl_cgr-pm_10735 - A C G U A C C U U C C U U U U U C C U U U -
Cl_cgr-pm_5848 - U U C U G C C U U A C U U U U A CG U U U -
Cl_cpe-2017_17400 - - - C U A C C U U A C U U C U A CG U C U C
Cl_cpe-2017_186 A U U C U A C C U U A C U U C U A CG U C U C
Cl_cpe-2015_15012 - - - C U A C C U U A C U U C U A CG U C U C
Cl_cpe-2015_150 A U U C U A C C U U A C U U C U A CG U C U C
Cl_ccm_2177 - U U C U A C C U U A C U U C U A CG U C U C
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AT1G789502.0 BAS U UG UGGA UGGC UG A AG A UGGGA UG A A A A UG C AG AG C U U UGGA AG U C A A
AT2G070501.0 CAS1 C U C UGG U U AG C UG A AG A UGGA A UG A AG A UG C AGGGU U A U A A CGG A AG C
AT1G789552.0 CAMS1 U UG UGGA U UG C AG A AG A UGGGA UG A A A A UG C AG AG C U U UGGA AG U C A A
AT1G669602.0 LUP5 A UG UGGGU AG C UG A AG A UGGA A UG A A A A UG C AG UG C U U UGGA AG U C A A
AT3G451302.0 LAS1 U UG UGGGUGGC UG AGGA UGGA A UG A A A A UG C AGGGA U A C A A CGG A U C U
AT1G789602.0 LUP2 A UG UGGGU UG C UG A AG A CGGA C UG A A A A UG C AG AG C U U UGGA AG U C A A
AT1G789702.0 LUP1 A UG UGGGU CG C UG A AG A UGGA A UG A A A A UG C AG AG C U U UGGA UG U C A A
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Cl_cgr-mass_98 - A U C U C C U U U A UG C CG U U C U U C -
Cl_cgr-pm_5805 - - C C U C C U U C A UG C CGGU C U U C -
Cl_cgr-pm_1270 - G U C U C U U U C A U A C C C U U C U U C -
Cl_cgr-pm_147 - G U C U C C U U C A UG C CG U U C U U C -
Cl_cgr-dp_10674 - G U C U C U U U C A U A C C C U U C U U C -
Cl_cgr-dp_45 - A U C U C C U U U A UG C CG U U C U U C -
Cl_cpe-2017_1149 - G C C U C U U U U A UG C CG U U U U U C -
Cl_cpe-2017_382 UG C C U C C U U C A UG C C U U U C U U C -
Cl_cpe-2017_206 - A U C U CG U U U A U A C C C U U C U U C U
Cl_cpe-2015_943 - G C C U C U U U U A UG C CG U U U U U C -
Cl_cpe-2015_371 UG C C U C C U U C A UG C C U U U C U U C -
Cl_cpe-2015_164 - A U C U CG U U U A U A C C C U U C U U C U
Cl_ccm_3781 UG C C U C C U U C A UG C C U U U C U U C -
Cl_ccm_3766 - G C C U C U U U U A UG C CG U U U U U C -
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AT2G461303.0 WRKY43 GA UG A UGGU U A U CG A UGGAGA A AG U A CGGU C AG A A A U C CG U C A AG A A C
AT1G188603.0 WRKY61 A A CG A CGGA UG U C A A UGGAGGA A A U A UGGC C AG A A A A U AG C U A A AGGC
AT2G384703.0 WRKY33 GA CG A CGGU U A C AG A UGGAGA A A A U A CGGC C AG A A AG U CG U U A AGGGA
AT5G495202.0 WRKY48 GA CG A CGGU U A U AGGUGGAGA A A A U A CGGC C A A A A AG C UG U C A A A A A C
AT5G241101.0 WRKY30 GA CG A UGGA U U C AG U UGGAGA A AG U A CGGC C AG A AGGA U A U U C U CGGA
AT5G648103.0 WRKY51 GA UG A UGGU U U U A A A UGG AGGA AG U A UGGC A AG A A A U C UG U C A A A A A C
AT5G261702.0 WRKY50 GA CG A CGGGU U C A AG UGGAGA A AG U A UGGGA AG A AG A UGGUGA AG A A C
AT2G219002.0 WRKY59 GA UG A UGGGU A U A A A UGG AGGA A A U A CGGA A AG A AG C CG A U A A CGGGU
AT4G394103.0 WRKY13 GA UG A UGGA U A U AG A UGGAGA A AG U A UGGC C AG A A AG U UG U C A A A A A C
AT2G372603.0 TTG2 GUGGA UGGA U A C A A C UGG AGGA A A U A CGGA C AG A AG C A AG U U A A AGGA
AT1G681502.0 WRKY9 A A UG A UGGA UG C C A A UGGAGGA AG U A CGGU C AG A A A A C CG CG A A AGGG
AT1G623003.0 WRKY6 AG CG A UGGA UG U C A A UGGAGA A A A U A UGGC C AG A AG A UGGC C A A AGGG
AT4G181703.0 WRKY28 GA AG A UGGU U A U AG A UGGAGA A A A U A CGGC C A A A AGGC UG U A A A A A A U
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Cl_cgr-mass_31780 A A C CG A UG U A C A C AGGGU U U A U
Cl_cgr-mass_20246 A U C CG A UG U A CGGAGGU C U C A U
Cl_cgr-mass_2756 A U C C U A UG U A U CG UGGC C U U A U
Cl_cgr-mass_750 U U C C U A UG U A C UG UGGA C U U A U
Cl_cgr-mass_517 A A C CG A UG U A C AG UGGA C U C A U
Cl_cgr-pm_45586 - - U C G A UG U A C AG UGGGC U C A U
Cl_cgr-pm_4710 - C C C G A UG U A C A U UGGU C U U A U
Cl_cgr-pm_346 A A C CG A UG U A C AG UGGGC U C A U
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AT5G403802.0 CRK42 A U CG C AGGA A C U C U AGGU U A C A UGG C U C C AG AG U A UG U UG U U AG AGGA
AT4G231303.0 CRK5 GU AG U UGGA A C C U A UGGU U A C A UG U C U C C CG AG U A UG CG A UG U A UGGC
AT3G517403.0 IMK2 A C CG C AGGA A C A U U AGGA U A C AG AG C A C CGG AG U U U U CG A A A A U C A A A
AT4G114802.0 CRK32 GU UG U UGGA A C U U U CGGU U A C A UG C C U C C AG AG U A UG UG A CG C A UGGC
AT4G232502.0 EMB1290 GU AG U UGGA A C C U U UGGU U A C A UG U C U C C UG AG U A UG UG A C A C A UGGC
AT4G232602.0 CRK18 GUGGU UGGA A C C U U UGGU U A C A UG U C U C C UG AG U A UG UG A C A C A UGGC
AT1G534402.0 Leucine-rich_repe A U UG C AGGA A C A A U AGGU U A C A UGG C U C C AG AG U A UG C A A UG AG AGGU
AT4G231803.0 CRK10 A U AG U UGGU A C C U A UGGU U A C A UG U C U C C CG AG U A UG C A A UG C A UGGU
AT4G114702.0 CRK31 GU UG U UGGA A C C U U CGGU U A C A UG C C U C C AG AG U A UG UG A C A C A UGGC
AT3G458603.0 CRK4 A U AG U UGGA A C A U A UGGC U A U A UG U C U C C CG AG U A UG CG A UG U A UGGC
AT1G614402.0 S-locus_lectin_pr GU UG UGGGA A C U C U AGGA U A U A UG U C U C C AG AG U A UG C A UGG A C UGGA
AT1G615002.0 S-locus_lectin_pr GU UG U AGGA A C U C U AGGA U A U A UG U C U C C AG AG U A UG C A UGG A C UGGG
AT1G113303.0 S-locus_lectin_pr GU UG U UGGA A C A U A CGGC U A U A UG U C A C CGG AG U A UG C A A UGGA AGGU
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Cl_cgr-mass_5064 U U C C UG A AG AG A UGGA AG UG U -
Cl_cgr-mass_3397 - U C C C A A U C U A A UGG A AG UG U C
Cl_cgr-mass_1911 C U C C CG A U C UG A U AG A AG UG U C
Cl_cgr-mass_1371 U C C C UG A A CGGA UGGA AG UG C -
Cl_cgr-mass_861 U C C C U A A U U UG A UGGA AG UG C U
Cl_cgr-pm_24876 U U C C U A A U CG U A U AG A AG UG C U
Cl_cgr-pm_8463 U U C C UG A A CGGA U AG A CG U A C -
Cl_cgr-pm_1915 - U C C C A A U C U A A UGG A AG UG U C
Cl_cgr-pm_1330 U U C C UG A AG A U A UGGA AG UG U -
Cl_cgr-pm_652 C U C C UG A U CG U A U AG A AG UG C -
Cl_cgr-pm_329 C U C C CG A U C UG A UGGA AG UG U C
Cl_cgr-dp_14631 U U C C UG A AG A U A UGGA AG UG U -
Cl_cpe-2017_333 C U C C C A A U U U A A UGG A UG UG U C
Cl_cpe-2015_368 C U C C C A A U U U A A UGG A UG UG U C
Cl_ccm_1892 C U C C C A A U U U A A UGG A UG UG U C
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AT4G013302.0 Protein_kinase_su C U U UG C A UGGCG A A AGGA U UGGC C U A U C UG C A UG AGGGU C U UG A A C CG
AT1G113303.0 S-locus_lectin_pr GA AGGA A U U UG C AG AGGU C U U U UG U A C C U U C A C AG AG A U U C A AG A C U A
AT4G286702.0 Protein_kinase_fa U U AGGA A C AG C UG A AGGGU U AG AG U A U C U U C A CG A A A CG UG C A AG A U C
AT4G213802.0 RK3 A A UGGU A U UG C U CG AGGA C U U C U A U A U C U U C A C C A AG A U U C A CGGU U U
AT1G675202.0 lectin_protein_ki GA AGGA A U C A U U C A AGGGC U U U UG U A C C U U C A C A AG U A C U C A AG A U UG
AT1G806402.0 Protein_kinase_su GU UG A U A U AG CG AG AGGA U U AG AG U A U C U U C A CG AG C A U UG C C A U C C U
AT5G286803.0 ANX2 A U UGGAG C UG C A AG AGGA U U A C A U U A C C U A C A C A C AGG AG C A A AG U A C
AT5G019502.0 Leucine-rich_repe U UGGGAGC AG C A A A AGGU A U U C U C U A C C U U C A C A C AG A AG C C A A C C CG
AT1G534202.0 Leucine-rich_repe A U CGGAG UGGCG AG AGGGC U AG C A U A U C U A C A CG A AG A A U CG AGGC U A
AT1G235401.0 PERK12 A U AGGA U C AG C C A A AGGGU UGGC A U A U C U U C A CG A AG A C UG U C A U C CG
AT1G113002.0 protein_serine/th A A UGGA A U A UG U AG AGGU C U U C UG U A C C U U C A C AG AG A U U C U AGGC UG
AT4G327103.0 PERK14 GU AGGAGC AG C A A A AGGA U U AG C U U A U C U U C A UG AGGA U UG C AG U C C A
AT5G071803.0 ERL2 GU UGGAGC UG CG C A AGGA C U UG C A U A U C U U C A C C A UG A C UG C A C A C C U
AT3G079802.0 MAPKKK6 GC A C AGGU C U UGGA AGGU U U AG U A U A U C U U C A UG AG C AGGGUG U C A U A
AT1G106203.0 PERK11 A U AGGCG C AG C C A A AGGA C U UG C U U A U C U A C A UG A AG A U UG C C A C C C A
AT3G535902.0 Leucine-rich_repe U U AGGU U C AG C U A A AGGGA U U C U U U A C C U U C A C A C UG A AG C A A A U C CG
AT1G658002.0 RK2 A A UGGU A U UG C U AG AGGA C U U C U A U A U C U U C A C C A AG A U U C A CGGUG U
AT3G160303.0 CES101 GA AGGGA U A A U U C A AGGGC U U U UG U A C C U U C A U A AG U A C U CG AG A U UG
AT1G705302.0 CRK3 C U UGGU A C AG C AG A AGGA A UGGCG U A U C U U C A CG AGGAG U C A A A U C U U
AT1G253203.0 Leucine-rich_repe AGGGGA A U C U C A AG AGGGC UGGUG U A U C U U C A CG AG U U U AG U C C U A A A
AT1G657902.0 RK1 A A UGGU A U UG C U AG AGGA C U U C U A U A U C U U C A C C A AG A U U C A CGGUG U
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Cl_cgr-mass_4415 UGG C C U U C U U C U A C U U U U CG AG U
Cl_cgr-mass_3016 - GG A C U U C U U C UG C U C U U UG AG U
Cl_cgr-mass_2920 - A G U C U U C U U C UG C U C U A UG AG U
Cl_cgr-mass_287 - A A G C U U C UG C UG C U U U U UG AG U
Cl_cgr-pm_5111 - GG A C U U C U U C UG C U C U U UG AG U
Cl_cgr-pm_4955 - A A G C U U C UG C UG C U U U U UG AG U
Cl_cgr-pm_3376 UGG C C U U C U U C U A C U U U U CG AG U
Cl_cgr-pm_1066 - A G U C U U C U U C UG C U C U A UG AG U
Cl_cgr-dp_37384 - - - G C U U C U U C U A C U U U U CG AG U
Cl_cgr-dp_279 UGGGC U U C U U C U A C U U U U CG AG U
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SupFam_37

AT3G138902.0 MYB26 AG AGGGC U U UGGU C A C C UG A AG A AG A CG A A A AG C U C A U C A A C U A C A U C
AT1G095403.0 MYB61 A A AGGGC U U UGGU C U C C UG A AG A AG A CG AG A AG C U U C U U A C U C A C A U C
AT3G489202.0 MYB45 A AGGGA U U A UGGU C A C C CG AGGA AG A UG AG A AG C U U AGG AG U C A UG U C
AT1G575603.0 MYB50 A A AGGU C U U UGGU C U C C UG A AG A AG A UG AG A A A C U U C U C A A U U A C A U U
AT4G177853.0 MYB39 A A AGGA C CG UGGC UG C C AG A AG A AG A UG A U A AG C U C A C UG C U U A U A U A
AT5G266603.0 MYB86 A A AGGC C U U UGGU C U C C UG A AG A AG A UG AG A A A C U U C U C A A U U A C A U C
AT1G639102.0 AtMYB103 AG AGGGC U U UGGU C A C CGGA AG A AG A UG AG A AG C U U A U U AG A U A U A U C
AT5G522603.0 MYB19 A A AGGGU U A UGGU C A C C UG A AG A AG A C C AG A AG C U C A AG AG U U U C A U C
AT5G542303.0 MYB49 A A AGGGC C A UGGA C U C CGGAGGA AG A CG AG A AG C U CG U AGGC U A U A U U
AT5G576203.0 MYB36 A A AGGA C C A UGGU C A C CGGA AG A AG A UG UG A AG C U C A AGGA U U A C A U C
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Cl_cgr-mass_6857 - - - A C A GG A C C U A C U A C A A A C C U U
Cl_cgr-pm_56897 - - A A C A UG A A C U A C UG U A A A C C U U
Cl_cgr-pm_37150 U U A A C A U A A U C UG C U A U A A A C - - -
Cl_cgr-pm_13751 - - A U C A AG A A C UG C U A U A A A C C C U
Cl_cgr-pm_5749 U U A A C A U A A U C UG C U A U A A A C C U U
Cl_cgr-pm_1323 - - - A C A U A A U C UG C U A U A A A C C U U
Cl_cgr-pm_1199 - - C A C A U U A U C U A C U AG A U A C C U U
Cl_cgr-dp_478 - - - A C A GG A C C U A C U A C A A A C C U U
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SupFam_112

AT1G533503.0 Disease_resistanc AG CGGU AG A U A U C UG C U UG U C C U UG A UG A UG U A UGGA A AG A AG A AG A C
AT5G354503.0 Disease_resistanc A C CGGU AG A U A U U UGGU UG U C C U CG A UG A UG U A UGGA A AG A AG A AG A C
AT1G515503.0 Kelch_repeat-cont AG AGGA U U AGGA U A UG A UG UG C U UG A UG A UG U U UGGA U C U UGGA U A U U
AT5G486203.0 Disease_resistanc A C CGGU AG A U A U U U A C U UG U C C U CG A UG A UG U A UGGA A A A A AG A AG A C
AT5G434703.0 RPP8 GC CGGU AG A U A U U U AG U UG U C C U CG A UG A UG U A UGGA A A A A AG A AG A C
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Cl_cgr-mass_42612 - - G U A G UG A AG U U AG AG U AG C AG -
Cl_cgr-mass_24085 - - A C G A UG A AG A AGGAG A UG A AG -
Cl_cgr-mass_2600 - - G C GG UG A AG U U AGGGU UG C AG -
Cl_cgr-pm_20012 AG A UG A UG A AG A AGGAG A UG A AG A
Cl_cgr-pm_3875 - - A U G A UG A AG A AGGAG A UG A AG -
Cl_cgr-pm_1693 - - G C GG UG A AG U U AGGGU UG C AG -
Cl_cgr-dp_2268 - - G C GG UG A AG U U AGGGU UG C AG -
Cl_cpe-2017_2830 - - - U G A U G A AG C U AG AG U UG U AG -
Cl_cpe-2017_172 - - G U GG UG A AG U U AG AG U UG U AG -
Cl_cpe-2015_3720 - - - U G A U G A AG C U AG AG U UG U AG -
Cl_cpe-2015_191 - - G U GG UG A AG U U AG AG U UG U AG -
Cl_ccm_18605 - - A U G A UG A AG C U AG AG U UG U AG -
Cl_ccm_315 - - G U GG UG A AG U U AG AG U UG U AG -
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AT4G318903.0 ARM_repeat_superf GA C CG UG C U C C U U C C A C U U C U U C U U C U U C U A C U U C CGG C U A C C A U U U C
AT4G355102.0 protein_coding_ge U C U C C U U C AG A U U U CG C U U C U U C U U C C U C U A C U U C A A A C U C A A A CGGA
AT4G214503.0 PapD-like_superfa C CG U U U C C A U C UGGAGC U U C U U C U U C U U C U A C U U C U U C U C A U C U A C A U
AT2G014603.0 P-loop_containing C AG C A A C A A C C U U C U A C U U C U U C U U C C U C U U C U U CG A U U C U U C A A U C U
AT1G769703.0 Target_of_Myb_pro C C U C C U C C U C CG C A U A C U U C U U C U U C C U C U U C U U C U C C UG U U U U CG A U
AT1G704703.0 protein_coding_ge C C A C A AG UGU A U C C A U C U A C U U C U U C U U C U A C U U C A U C U U C U U U C U CG
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