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Genome: /Volumes/Keep/+genomes/hybrid_genomes/hybrid.vogel-ath.fa

Alignments: /Volumes/Keep/+Cuscuta_evolution/NextSeq_Sep2018_sRNAseg/ccm-denovo_sRNA_annotation/02out-cca.hybrid.ShortStack/merged_alig
Location: Ccam0.32_scaffold110:66589-66830 plus

Name: SFs=SupFam_339, SSCI=Cluster_98206, MIRNA=N14
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Genome: /Volumes/Keep/+genomes/hybrid_genomes/hybrid.vogel-ath.fa
Alignments: Nolumes/Keep/+Cuscuta_evoIution/NextSeq_Sep2018_5RN%a/ccm-denovo_sRNA_annotation/OZout-cca.hybrid.ShortStack/merged_aIig
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Genome: /Vqumes/Keep/+genomes/hybrid_genomes/hybrid.vogel-a”
_&Aaeq/ccm-denovo_sRNA_annotation/OZout-cca.hybrid.ShortStack/merged_aIig

Alignments: /Volumes/Keep/+Cuscuta_evolution/NextSeq_Sep2018

Location: Ccam0.32_scaffold110:879129-879283 plus
Name: SFs=SupFam_261,SupFam_282, SSCI=Cluster_98537, MI%UA%
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Genome: /Volumes/Keep/+geno.G; ybrid_genomes/hybrid.vogel-ath.fa

Alignments: Nolumes/Keep/+(.UJ ta_evolution/NextSeq_Sep2018_sRNAseg/ccm-denovo_sRNA_annotation/02out-cca.hybrid.ShortStack/merged_alig
Location: Ccam0.32_scaff0IcU.0' 1147-931344 minus

Name: SFs=SupFam_297,G Fam_292,SupFam_845, SSCI=Cluster_98566, MIRNA=N6
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Genome: /Volumes/Keep/+genomes/hybrid_genomes”_"'.G’.vogel-ath.fa

Alignments: /Volumes/Keep/+Cuscuta_evolution/NeXxtSaa Sep2018_sRNAseg/ccm-denovo_sRNA_annotation/02out-cca.hybrid.ShortStack/merged_alig
Location: Ccam0.32_scaffold110:1320117-13RD pius

Name: SFs=SupFam_293, SSCI:CIustet_:gé IRNA=N13
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Alignments: No|umes/Keep/+Cuscuta_evo|ution/NextSeq_Sep2018_sRNbeq/ccm-denovo_sRNA_annotation/OZout-cca.hybrid.ShortStack/merged_alig
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Genome: /Volumes/Keep/+genomes/hybrid_genomes/hybrid.vogel-ath.fa

Alignments: /Volumes/Keep/+Cuscuta_evolution/NextSeq_Sep2018_sRNAseg/ccm-denovo_sRNA_annotation/02out-cca.hybrid.ShortStack/merged_alig
Location: Ccam0.32_scaffold110:1394747-1394988 plus

Name: SFs=SupFam_128, SSCI=Cluster_98751, MIRNA=Y
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Genome: Nolumes/Keep/+genomes/hybrid_genomes/hybrid.(&-ath.fa
Alignments: No|umes/Keep/+Cuscuta_evoIution/NextSeq_SyC‘ 8 sRNAseg/ccm-denovo_sRNA_annotation/02out-cca.hybrid.ShortStack/merged_alig

Location: Ccam0.32_scaffold111:801277-801434 plus U
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