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Allenscore: 2 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- GGAUUGAAGCUAUUGAUCCU AT3G52870.1 ccm ccm
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Allenscore: 2
Target Interaction:
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Allenscore: 2
Target Interaction:

5- GGAUUGAAGCUAUUGAUCCU AT3G52870.1
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Allenscore: 2 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- CUCCUGAGCAUUCUGCUGCUG AT4G00830.1 ccm cem
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Allenscore: 3 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 4

Target Interaction:
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Allenscore: 1.5
Target Interaction:

5- GUGUGCGAUGAAAGAAGUUGA AT5G66850.1

Pt
3- UACGCGUUACUUUCUUCAACU  Cl_cgr-dp_866

Target Site: 1391
Superfamily: SupFam_157
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Allenscore: 5.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- GAGAUGUUGUUCCACCACCA AT3G45640.1 ccm cem
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cpe-2017
Target Site: 659 cgr-dp |cgr-dp |
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MPK3 2nd siRNAs: Phase diagram
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Allenscore: 5.5

Confirmed Targeting
Target Interaction: 2nd-siRNA  NanoPARE
5'- GAUGCUAAGCGUACGCUUCGUGA AT3G45640.1 ccm cem
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MPK3 2nd siRNAs: Phase diagram
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Allenscore: 6

Target Interaction:

Confirmed Targeting
2nd-siRNA  NanoPARE
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Allenscore: 3

Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- GGAAGAAGAUGAAAGGCUCC AT4G02400.1 ccem ccm
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- AGAGGAGGAGGAGGAAGACUA AT3G09070.1 ccm cem
L=t rrrrrrrrnd N -
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Allenscore: 4
Target Interaction:

5- UUGGCUACUUAGCUCCAGAGUA AT1G21590.1
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Allenscore: 4.5
Target Interaction:
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Allenscore: 4 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- UUGGCUACUUAGCUCCAGAGUA AT1G21590.1 ccm ccm
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Allenscore: 2.5
Target Interaction:
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Allenscore: 4
Target Interaction:

5- GAGAAUGGCUGGCAGAGGUGA AT5G56460.1

FEEEEEEE L
3- GUCUUACCGUCCGUCUUCACU  Cl_cgr-dp_8691

Target Site: 820
Superfamily: SupFam_4
miRNAin ccm: N/A
Published name: N/A
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Allenscore: 5.5
Target Interaction:

5- GAGAAUGGCUGGCAGAGGUGA AT5G56460.1
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Allenscore: 5
Target Interaction:

5- GAGAAUGGCUGGCAGAGGUGA AT5G56460.1
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 0.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- AGUACUAGGAGACAUAAUCA AT3G27925.1 ccem ccm
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- GGAGACUAGUACUAGGAGACAUAAUCA AT3G27925.1 ccm ccm
|l FEETEEEt ettt N -
3. CC- - -GAUCAUGGUCCUCUGUAUUAGU CI_cgr-pm_154 cpe-2015 | | cpe-2015
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Superfamily: SupFam_33 cgr-pm
miRNAin ccm:  N/A cgr-mass
Published name: N/A cn Lein |
DEG1 2nd siRNAs: Phase diagram
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Secondary siRNAs
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Allenscore: 1.5
Target Interaction:

5- CUAGUACUAGGAGACAUAAUCA AT3G27925.1

FELTEE ety
3- AAUCAUGGUCCUCUGUAUUAGU  Cl_cgr-pm_456

Target Site: 1305
Superfamily: SupFam_33
miRNAin ccm: N/A
Published name: N/A

DEG1
AT3G27925 - Cl_cgr-pm_456

Position in Transcript

Degradome hits not found for sRNA

Confirmed Targeting
2nd-siRNA  NanoPARE
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2nd siRNAs: Phase diagram
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Allenscore: 1.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- AGUACUAGGAGACAUAAUCA AT3G27925.1 ccem ccm
FEET=T el N -
3. CCAUGGUCCUCUGUAUUAGU CI_cgr-pm_11629 cpe-2015 | | cpe-2015
cpe-2017
Target Site: 1305 cgr-dp |cgr-dp |
Superfamily: SupFam_33 cgr-pm
miRNAin ccm:  N/A cgr-mass
Published name: N/A cn Lein |
DEG1 2nd siRNAs: Phase diagram

AT3G27925 - Cl_cgr-pm_11629
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Allenscore: 3.5
Target Interaction:

5- GGAGACUAGUACUAGGAGACAUAAUCA AT3G27925.1

| | FEEEEEE= el
3- CC- - -GAUCAUGGUCCUCUGUAUUAGU  Cl_cgr-mass_424

Target Site: 1305
Superfamily: SupFam_33
miRNAin ccm: N/A
Published name: N/A

DEG1

AT3G27925 - Cl_cgr-mass_424

Secondary siRNAs
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2nd siRNAs: Phase diagram

19 20 0

v
S




Allenscore: 0.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- AGUACUAGGAGACAUAAUCA AT3G27925.1 ccem ccm
FETET= et N -
3. UCAUGGUCCUCUGUAUUAGU CI_cgr-mass_5502 cpe-2015 | | cpe-2015
cpe-2017
Target Site: 1305 cgr-dp |cgr-dp |
Superfamily: SupFam_33 cgr-pm
miRNAin ccm:  N/A cgr-mass
Published name: N/A cn Lein |
DEG1 2nd siRNAs: Phase diagram
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Allenscore: 4.5
Target Interaction:

5- UGUGGUUACAUUGCACCAGAAUA AT4G28490.1

s Errr s e
3- GUCCCAAUGCGACGUGGUCUUAU  Cl_ccm_818

Target Site: 2815
Superfamily: SupFam_124
miRNAin ccm: No

Published name: Not published

HAE
AT4G28490 - Cl_ccm_818

Confirmed Targeting
2nd-siRNA  NanoPARE

ccm ccm
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cpe-2017
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cgr-pm

cgr-mass
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Diff. Exp. secondary siRNA

Secondary siRNAs
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Allenscore: 5
Target Interaction:

5- UAAACGCCAAGAGGAACUUCC AT5G46580.1

FEEEEEEE Tl
3- UUUUGCGGUGCUCUUUGAAGU  Cl_cgr-dp_29

1929
Superfamily: SupFam_26

Target Site:

Yes
N/A

miRNAin ccm:

Published name:

PPR_repeat-containing_protein
AT5G46580 - Cl_cgr-dp_29

Secondary siRNAs
11 = cgr-dp on Col-0

o ﬂ

Confirmed Targeting
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5’ read ends (NanoPARE)

cgr-dp on xrn4

[ Plus Strand
[] Minus Strand

Diff. Exp. secondary siRNA
locus not found
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Allenscore: 4.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- AAAGAUGCUACGACUCGUUCA AT3G52610.1 ccm cem
L=ttt _ .
3- AUCCUAUGAUGCUGAGCAAGC Cl_ccm 205 cpe-2015_ || cpe-2015
cpe-2017
Target Site: 1115 cgr-dp |cgr-dp |
Superfamily: SupFam_18 cgr-pm
miRNAin ccm:  Yes cgr-mass
Published name: Not published cin | cin |
GATA_zinc_finger_protein
AT3G52610 - Cl_ccm_205
Secondary siRNAs
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Allenscore: 2.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- UAUAGUUGAAGCAGGAAUUGCG AT2G46110.1 ccem ccm
SPEEE=rrrrrrrrrrrrert: N -
3- GUAUCGACUUCGUCCUUAGCGU  Cl_ccm_30 ope-2015 | | cpe-2015
cpe-2017

Target Site: 681 cgr-dp |cgr-dp |
Superfamily: SupFam_50 cgr-pm
miRNAin ccm:  Yes cgr-mass
Published name: Not published cin | cin |
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Allenscore: 5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- ACAGGAGAAGAAGGAAGACCA AT1G18540.1 ccem ccm
FEEETEEEEr Trrerren | N -
3- UGUCCUCUUCAUCCUUCUGAU  Cl_cin_11140 cpe-2015_ || cpe-2015
cpe-2017
Target Site: 607 cgr-dp | cgr-dp |
Superfamily: SupFam_1431 cgr-pm
miRNAin ccm:  N/A cgr-mass
Published name: N/A cn Leir |
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Allenscore: 0.5

Target Interaction:

Confirmed Targeting

2nd-siRNA  NanoPARE

5'- GAUUGCUGUUAAGAAACUGAA AT2G17220.1 ccm ccm
STEPEEEET et el _ _
3. UUAACGACAAUUCUUUGACUU CI_ccm,_9385 cpe-2015 | | cpe-2015
cpe-2017
Target Site: 799 cgr-dp | cgr-dp |
Superfamily: SupFam_320 cgr-pm
miRNAin ccm:  Yes cgr-mass
Published name: Not published cin | cin |
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Allenscore:

2

Target Interaction:
5'- UCGGGAUGCUGAAGAUGCUA AT1G02840.1

3- CUCCCUACGACUUCUACGAU Cl_cin_3533

Target Site:

Superfamily:

370
SupFam_742

miRNAin ccm: N/A
Published name: N/A

SR34
AT1G02840 - Cl_cin_3533

Confirmed Targeting
2nd-siRNA  NanoPARE
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Allenscore: 3 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- AGGAAGAUUGUGCAAAGAGAUA AT4G01650.1 ccem ccm
FETETEEErrr=tr Trrrrnd _ N
3 UCCUUCUAACAUGUGUCUCUAU  Cl_ccm_6791 ope-2015 || ope-2015
cpe-2017
Target Site: 1000 cgr-dp | cgr-dp |
Superfamily: SupFam_134 cgr-pm
miRNAin ccm:  Yes cgr-mass
Published name: Not published cin | cin |
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Allenscore: 3 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- UGGACUUGUGAUGGAGGAGAUAA AT3G46740.1 ccm cem
ol TR Errr ettt _ -
3- AUC - GAACAUUACCUUCUCUAUU  Cl_cin_10092 cpe-2015_ || cpe-2015
cpe-2017
Target Site: 1871 cgr-dp | cgr-dp |
Superfamily: SupFam_1423 cgr-pm
miRNAin ccm:  N/A cgr-mass
Published name: N/A cn Leir |
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Allenscore: 5
Target Interaction:

5- AAGAAUGACAGGAGGAGGUGC AT5G24760.1

EETEEErrrer =il
3- GUCUUACUGUCCAUCUCCACU  Cl_cgr-dp_67

Target Site: 1124
Superfamily: SupFam_4
miRNAin ccm: N/A
Published name: N/A

Confirmed Targeting
2nd-siRNA  NanoPARE

ccm ccm
cpe-2015 cpe-2015
cpe-2017

cgr-dp | cgr-dp |
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cgr-mass

cin | cin |
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Secondary siRNAs
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Allenscore: 3.5
Target Interaction:

5- CUGGUCUGCAAAUCAUGGCACA AT1G12820.1

L=t 1l
3- GAGCAGAUGUUUAGUACCAUGU  Cl_ccm_2

Target Site: 472

Superfamily: SupFam_27
miRNAin ccm:  Yes

Published name: ccm-MIR12497a*

AFB3
AT1G12820 - Cl_ccm_2

Secondary siRNAs
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Degradome hits not found for sRNA

2nd siRNAs: Phase diagram
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Allenscore: 4 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- UCUGGUCUGCAAAUCAUGGC AT1G12820.1 ccm cem
LTttt N -
3- UGAGCAGAUGUUUAGUACCA  Cl_cem_98 ope-2015_| | ope-2015
cpe-2017
Target Site: 469 cgr-dp |cgr-dp |
Superfamily: SupFam_27 cgr-pm
miRNAin ccm:  Yes cgr-mass
Published name: Not published cin | cin |
AFB3 2nd siRNAs: Phase diagram
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N Cl_ccm_98
371 — ccmon Col-0 _ ) _ccm_
AT
37.1—CIO E E.
371 4 =%
2nd siRNAs: Size distribution
O —
[ Plus Strand
371 -~ ["] Minus Strand

[ I I I |
0 600 1200 1800 2232
Position in Transcript

1190 2380

o o=l __

O O «— AN O ¥ <
(\\IINNNNN(}I

Degradome hits not found for sRNA



RPM

RPM

Allenscore: 4
Target Interaction:

5- CUGGUCUGCAAAUCAUGGCACA AT1G12820.1

UL TRt 1
3- AACCAUACGUUUAGUACCAUGU  Cl_ccm_614

Target Site: 472

Superfamily: SupFam_27
miRNAin ccm:  Yes

Published name: ccm-MIR12497b

AFB3
AT1G12820 - Cl_ccm_614

Secondary siRNAs
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Degradome hits not found for sRNA

2nd siRNAs: Phase diagram
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Allenscore: 5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- CAGAUCCUGAAU - CUUUUGCA AT1G12820.1 ccm cem
FEEETE L rerrred N -

3- AUCUAGGUCUUACGAAAAUGU Cl_ccm 2562 ope-2015_| | cpe-2015

cpe-2017

Target Site: 1123 cgr-dp | cgr-dp |

Superfamily: SupFam_196 cgr-pm

miRNAin ccm:  Yes cgr-mass

Published name: Not published cin | cin |

AFB3 2nd siRNAs: Phase diagram
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Allenscore: 3 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- CUGGUCUGCAAAUCAUGGCACA AT1G12820.1 ccm cem
LT rrrrrrrrerrr N -
3- GAGCAGACGUUUAGUACCAUGU  Cl_cpe-2015_7 cpe-2015_| | ope-2015
cpe-2017
Target Site: 472 cgr-dp | cgr-dp |
Superfamily: SupFam_27 cgr-pm
miRNAin ccm:  Yes cgr-mass
Published name: N/A cn [ein |
AFB3 2nd siRNAs: Phase diagram
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Allenscore: 3
Target Interaction:

5- CUGGUCUGCAAAUCAUGGCACA AT1G12820.1

TPt
3- GAGCAGACGUUUAGUACCAUGU  Cl_cpe-2017_11

Target Site: 472
Superfamily: SupFam_27
miRNAin ccm:  Yes
Published name: N/A

AFB3
AT1G12820 - Cl_cpe-2017_11

Secondary siRNAs
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2nd siRNAs: Phase diagram
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Allenscore: 5.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- UUCCUGUACGGAGGAGAUGACU AT3G01680.1 ccm ccm
LTttt 1 - _

3- AUGGAUAUGCCUCCUCUCCUGU Cl_ccm 535 cpe-2015_ || cpe-2015

cpe-2017

Target Site: 1753 cgr-dp | cgr-dp |

Superfamily: SupFam_5 cgr-pm

miRNAin ccm:  Yes cgr-mass

Published name: ccm-MIR12480 cin | cin |

SEOR1 2nd siRNAs: Phase diagram
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Allenscore: 5.5
Target Interaction:

5- UUCCUGUACGGAGGAGAUGACU AT3G01680.1

oottt el
3- ACAGAUAUGCCUCCUCUCCUGA  Cl_ccm_6321

Target Site: 1753
Superfamily: SupFam_5
miRNAin ccm: Yes

Published name: Not published

SEOR1
AT3G01680 - Cl_ccm_6321

Secondary siRNAs
i Cl_ccm_6321
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Degradome hits not found for sRNA

2nd siRNAs: Phase diagram
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Allenscore: 6
Target Interaction:

5- GGCCACUUUGAUUUCCACAUC AT3G01680.1

Pttt
3- GUGGUGAAGUUAGAGUUGUAG  Cl_ccm_315

Target Site: 2250

Superfamily: SupFam_19
miRNAin ccm:  Yes

Published name: ccm-MIR12464

SEOR1
AT3G01680 - Cl_ccm_315

Secondary siRNAs
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2nd siRNAs: Phase diagram

Confirmed Targeting
2nd-siRNA  NanoPARE
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Allenscore: 5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- UCCUGUACGGAGGAGAUGACU AT3G01680.1 ccm cem
FEETTEEErrr rernl N -

3. UCGACAUGCCUCCGCUACUGU Cl_cgr-mass_4275 cpe-2015_ || cpe-2015

cpe-2017

Target Site: 1753 cgr-dp | cgr-dp |

Superfamily: SupFam_5 cgr-pm

miRNAin ccm:  Yes cgr-mass

Published name: N/A cn Lein |

SEOR1 2nd siRNAs: Phase diagram
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Allenscore: 5.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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SEOR1 2nd siRNAs: Phase diagram
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 5.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 5.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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miRNAin ccm:  Yes cgr-mass
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Allenscore: 6 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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3- GUGGUGAAGUUAGAGUUGUAG  CI_cpe-2015_191 ope-2015_| | cpe-2015
cpe-2017
Target Site: 2250 cgr-dp |cgr-dp |
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Allenscore: 3 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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3- AGGGACAUGCCUCCUCUUCUGU Cl_cpe-2017_89 cpe-2015_ || cpe-2015

cpe-2017
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SEOR1 2nd siRNAs: Phase diagram
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Allenscore: 5.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- UUCCUGUACGGAGGAGAUGACU AT3G01680.1 ccm cem
Lottt N -

3- AUGGAUAUGCCUCCUCUCCUGU  Cl_cpe-2017_181 cpe-2015_| | ope-2015

cpe-2017

Target Site: 1753 cgr-dp | cgr-dp |

Superfamily: SupFam_5 cgr-pm
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Published name: N/A cn [ein |

SEOR1 2nd siRNAs: Phase diagram
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Allenscore: 5.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- UUCCUGUACGGAGGAGAUGACU AT3G01680.1 ccm cem
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3- ACAGAUAUGCCUCCUCUCCUGA  Cl_cpe-2017_1111 cpe-2015_| | ope-2015

cpe-2017

Target Site: 1753 cgr-dp | cgr-dp |

Superfamily: SupFam_5 cgr-pm
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Published name: N/A cn [ein |

SEOR1 2nd siRNAs: Phase diagram
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Allenscore: 6 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- GGCCACUUUGAUUUCCACAUC AT3G01680.1 ccm cem
SRR 1 N -
3- GUGGUGAAGUUAGAGUUGUAG  Cl_cpe-2017_172 ope-2015_| | cpe-2015
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Target Site: 2250 cgr-dp |cgr-dp |
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SEOR1 2nd siRNAs: Phase diagram
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Allenscore: 3 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 5.5
Target Interaction:
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Allenscore: 5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 4.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 6 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- CUCACGUGACCUGCUUCUCCG AT5G39610.1 ccm cem
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Allenscore: 4.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 3 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 4.5

Confirmed Targeting
Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 3.5
Target Interaction:
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- GAGAUGUUGAGAUUGAAGUUG AT5G07350.1 ccm ccm
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 1.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 4.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 2.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 4 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- CUGGUGUGCAAGUCAUGGUACG AT3G62980.1 ccm cem
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Allenscore: 1 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 4 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 4
Target Interaction:
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Allenscore: 5.5 Confirmed Targeting
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2nd-siRNA  NanoPARE
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Allenscore: 2 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 3 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 3.5 Confirmed Targeting
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Allenscore: 3 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Target Interaction: 2nd-siRNA  NanoPARE
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miRNAin ccm:  Yes cgr-mass

Published name: N/A cn [ein |

Galactose_oxidase_superfamily_protein 2nd siRNAs: Phase diagram
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Allenscore: 2.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- GAGGACUUCUAUAUCUUCACC AT1G65800.1 ccm cem
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Allenscore: 2
Target Interaction:

5- GGUUAUUUAGAUCCAGAGUA AT3G53840.1

SRR NN
3- UCAAUGAAUCUAGGUCUCAC  Cl_cpe-2015_45087

Target Site: 1583
Superfamily: SupFam_257
miRNAin ccm: N/A
Published name: N/A
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Allenscore: 1
Target Interaction:

5- GCUGAAGCACAUGAACGACUUA AT1G67310.1

AR RNy
3- CG-CUUCGUGUACUUGCUGAAU  Cl_ccm_23

Target Site: 334
Superfamily: SupFam_39
miRNAin ccm: Yes

Published name: Not published
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Allenscore: 3.5 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
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Allenscore: 1 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- CUAGUCUACGAGUUUAUGCAAA AT2G39660.1 ccm ccm
LIttt errnl - _

3. GAUCAGAUGCUUAAAUACGUUU Cl_com_7 cpe-2015_ || cpe-2015
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Target Site: 870 cgr-dp | cgr-dp |

Superfamily: SupFam_1 cgr-pm

miRNAin ccm:  Yes cgr-mass
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Allenscore: 2 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- AGUCUACGAGUUUAUGCAAA AT2G39660.1 ccm cem
FEETTEEEt el N -

3- CCAGAUGCUUAAAUACGUUU  CI_cem_7146 ope-2015_ || cpe-2015

cpe-2017

Target Site: 870 cgr-dp | cgr-dp |

Superfamily: SupFam_1 cgr-pm

miRNAin ccm:  Yes cgr-mass

Published name: Not published cin | cin |

BIK1 2nd siRNAs: Phase diagram
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Allenscore: 2 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- UAUGGGUACGCCGCGCCUGAGUA AT2G39660.1 ccm cem
FEEE TEErrrrr e N -
3- UUACCGAUGCGGCGCGGACUCAU  Cl_ccm 117 ope-2015_ || cpe-2015
cpe-2017
Target Site: 1156 cgr-dp | cgr-dp |
Superfamily: SupFam_190 cgr-pm
miRNAin ccm:  Yes cgr-mass
Published name: Not published cin | cin |
BIK1 2nd siRNAs: Phase diagram
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Allenscore: 1 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- GGGUACGCCGCGCCUGAGUA AT2G39660.1 ccm cem
LT EErrrr e N -
3- CCGAUGCGGCGCGGACUCAU  Cl_com_23740 ope-2015_ || cpe-2015
cpe-2017
Target Site: 1156 cgr-dp | cgr-dp |
Superfamily: SupFam_190 cgr-pm
miRNAin ccm:  Yes cgr-mass
Published name: Not published cin | cin |
BIK1 2nd siRNAs: Phase diagram
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Allenscore: 1 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- CUAGUCUACGAGUUUAUGCAAA AT2G39660.1 ccm ccm
LIttt errnl - _

3. GAUCAGAUGCUUAAAUACGUUU  Cl cpe-2015_5 cpe-2015_ || cpe-2015

cpe-2017

Target Site: 870 cgr-dp | cgr-dp |

Superfamily: SupFam_1 cgr-pm

miRNAin ccm:  Yes cgr-mass

Published name: N/A cn Lcin |

BIK1 2nd siRNAs: Phase diagram
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Allenscore: 2 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- AGUCUACGAGUUUAUGCAAA AT2G39660.1 ccm ccm
LIl - _

3. CCAGAUGCUUAAAUACGUUU  CI_cpe-2015_4852 cpe-2015_ || cpe-2015

cpe-2017

Target Site: 870 cgr-dp | cgr-dp |

Superfamily: SupFam_1 cgr-pm

miRNAin ccm:  Yes cgr-mass

Published name: N/A cn Lcin |

BIK1 2nd siRNAs: Phase diagram
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Allenscore: 2 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE
5'- UAUGGGUACGCCGCGCCUGAGUA AT2G39660.1 ccm cem
FEEE TEErrrrr e _ -
3- UUACCGAUGCGGCGCGGACUCAU  Cl_cpe-2015 953 ope-2015_ || cpe-2015
cpe-2017
Target Site: 1156 cgr-dp | cgr-dp |
Superfamily: SupFam_190 cgr-pm
miRNAin ccm:  Yes cgr-mass
Published name: N/A cn [ein |
BIK1 2nd siRNAs: Phase diagram
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Allenscore: 1 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- CUAGUCUACGAGUUUAUGCAAA AT2G39660.1 ccm cem
FETTTTEEEr =t _ -

3- GAUCAGAUGCUUAAAUACGUUU  Cl_cpe-2017_9 cpe-2015_ || cpe-2015

cpe-2017

Target Site: 870 cgr-dp | cgr-dp |

Superfamily: SupFam_1 cgr-pm

miRNAin ccm:  Yes cgr-mass

Published name: N/A cn [ein |

BIK1 2nd siRNAs: Phase diagram
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Allenscore: 2 Confirmed Targeting

Target Interaction: 2nd-siRNA  NanoPARE

5'- AGUCUACGAGUUUAUGCAAA AT2G39660.1 ccm cem
FEETTEEEt el N -

3- CCAGAUGCUUAAAUACGUUU  Cl_cpe-2017_5671 cpe-2015_ || cpe-2015

cpe-2017

Target Site: 870 cgr-dp | cgr-dp |

Superfamily: SupFam_1 cgr-pm

miRNAin ccm:  Yes cgr-mass

Published name: N/A cn [ein |

BIK1 2nd siRNAs: Phase diagram
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Allenscore: 2
Target Interaction:

5- UAUGGGUACGCCGCGCCUGAGUA AT2G39660.1

LEEE TPl
3- UUACCGAUGCGGCGCGGACUCAU  Cl_cpe-2017_695

Target Site: 1156
Superfamily: SupFam_190
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Allenscore: 4.5
Target Interaction:

5- UUGUUUAUGAAAGGGAAUACA AT1G10900.1

Lol
3- UUCGAAUACUUUCUCUUAUGA  Cl_cgr-dp_539

Target Site: 1185
Superfamily: SupFam_370
miRNAin ccm: N/A
Published name: N/A
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Allenscore: 4.5
Target Interaction:

5- AGUGAGGAACUUAGAGGACUCG AT3G09830.1

Lot e
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Target Site: 689
Superfamily: SupFam_81
miRNAin ccm: N/A
Published name: N/A
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Allenscore: 4
Target Interaction:

5- UGAGCUACUUACACCAAAAUA AT4G38470.1

Pt P ey
3- AUUCUAUGGUUGUGGUUUUAU  Cl_cin_14840

Target Site: 1743
Superfamily: SupFam_189
miRNAin ccm: N/A
Published name: N/A
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Allenscore: 3.5
Target Interaction:

5- UGAGCUACUUACACCAAAAUA AT4G38470.1
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3- CCUCGAUGGACGUGGUUUUAU  Cl_cin_176

Target Site: 1743
Superfamily: SupFam_189
miRNAin ccm: N/A
Published name: N/A
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Allenscore: 4.5
Target Interaction:

5- UGAGCUACUUACACCAAAAUA AT4G38470.1

FELEEEE=t e Tt
3- UCUCGAUGGAUGUAGUUUUGU  Cl_cin_21889

Target Site: 1743
Superfamily: SupFam_189
miRNAin ccm: N/A
Published name: N/A
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