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Confirmed Targeting
2nd-siRNA NanoPARE
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IQ_calmodulin-binding_motif_family_prote
AT3G52870 - Cl_cpe-2015_4190

Confirmed Targeting
2nd-siRNA NanoPARE
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IQ_calmodulin-binding_motif_family_prote
AT3G52870 - Cl_cpe-2017_757

Confirmed Targeting
2nd-siRNA NanoPARE
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IQ_calmodulin-binding_motif_family_prote
AT3G52870 - Cl_cpe-2017_3761

Confirmed Targeting
2nd-siRNA NanoPARE
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LIF2
AT4G00830 - Cl_cgr-dp_538

Confirmed Targeting
2nd-siRNA NanoPARE
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UAP56a
AT5G11170 - Cl_cin_42282

Confirmed Targeting
2nd-siRNA NanoPARE
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MAPKKK5
AT5G66850 - Cl_cgr-dp_5622

Confirmed Targeting
2nd-siRNA NanoPARE
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MAPKKK5
AT5G66850 - Cl_cgr-dp_866

Confirmed Targeting
2nd-siRNA NanoPARE
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MPK3
AT3G45640 - Cl_cgr-dp_22

Confirmed Targeting
2nd-siRNA NanoPARE
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MPK3
AT3G45640 - Cl_cin_3787

Confirmed Targeting
2nd-siRNA NanoPARE
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U3_ribonucleoprotein_family_protein
AT4G02400 - Cl_cgr-dp_279

Confirmed Targeting
2nd-siRNA NanoPARE
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U3_ribonucleoprotein_family_protein
AT4G02400 - Cl_cgr-dp_37384

Confirmed Targeting
2nd-siRNA NanoPARE
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OPS
AT3G09070 - Cl_cin_11140

Confirmed Targeting
2nd-siRNA NanoPARE
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Protein_kinase_superfamily_protein
AT1G21590 - Cl_cpe-2015_439

Confirmed Targeting
2nd-siRNA NanoPARE
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Protein_kinase_superfamily_protein
AT1G21590 - Cl_cpe-2015_45087

Confirmed Targeting
2nd-siRNA NanoPARE
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Protein_kinase_superfamily_protein
AT1G21590 - Cl_cpe-2017_503

Confirmed Targeting
2nd-siRNA NanoPARE
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Leucine-rich_repeat_transmembrane_protei
AT1G53440 - Cl_cgr-mass_20246

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015
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cin
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Allenscore: 2.5

Target Interaction:

5'-

3'-

Target Site: 2600

Superfamily: SupFam_59

AT1G53440.1

Cl_cgr-mass_20246

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

13.4

0

13.4
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Protein_kinase_superfamily_protein
AT5G56460 - Cl_cgr-dp_8691

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin
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Allenscore: 4

Target Interaction:

5'-

3'-

Target Site: 820

Superfamily: SupFam_4

AT5G56460.1

Cl_cgr-dp_8691

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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cgr-dp on Col-0 Cl_cgr-dp_8691
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Position in Transcript

Diff. Exp. secondary siRNA
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Protein_kinase_superfamily_protein
AT5G56460 - Cl_cgr-dp_67

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin
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Allenscore: 5.5

Target Interaction:

5'-

3'-

Target Site: 820

Superfamily: SupFam_4

AT5G56460.1

Cl_cgr-dp_67

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

2.3

0

2.3

R
P
M

cgr-dp on Col-0 Cl_cgr-dp_67
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R
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M
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cgr-dp on xrn4

- - -
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xrn4

0 500 1000 1500 1819
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



Protein_kinase_superfamily_protein
AT5G56460 - Cl_cgr-dp_1335

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin
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A
|
U

Allenscore: 5

Target Interaction:

5'-

3'-

Target Site: 820

Superfamily: SupFam_4

AT5G56460.1

Cl_cgr-dp_1335

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

2.3

0

2.3

R
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M

cgr-dp on Col-0 Cl_cgr-dp_1335
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cgr-dp on xrn4
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Position in Transcript

Diff. Exp. secondary siRNA
locus not found



DEG1
AT3G27925 - Cl_cgr-dp_83

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin
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Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 1305

Superfamily: SupFam_33

AT3G27925.1

Cl_cgr-dp_83

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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R
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cgr-dp on Col-0 Cl_cgr-dp_83
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DEG1
AT3G27925 - Cl_cgr-dp_775

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
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cgr-pm
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cin

ccm
cpe-2015

cgr-dp

cin
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Allenscore: 0.5

Target Interaction:

5'-

3'-

Target Site: 1305

Superfamily: SupFam_33

AT3G27925.1

Cl_cgr-dp_775

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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R
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cgr-dp on Col-0 Cl_cgr-dp_775
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DEG1
AT3G27925 - Cl_cgr-pm_154

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin
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Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 1305

Superfamily: SupFam_33

AT3G27925.1

Cl_cgr-pm_154

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

1382.6
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R
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DEG1
AT3G27925 - Cl_cgr-pm_456

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin
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Allenscore: 1.5

Target Interaction:

5'-

3'-

Target Site: 1305

Superfamily: SupFam_33

AT3G27925.1

Cl_cgr-pm_456

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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DEG1
AT3G27925 - Cl_cgr-pm_11629

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp
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Allenscore: 1.5

Target Interaction:

5'-

3'-

Target Site: 1305

Superfamily: SupFam_33

AT3G27925.1

Cl_cgr-pm_11629

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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DEG1
AT3G27925 - Cl_cgr-mass_424

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
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cpe-2015
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Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 1305

Superfamily: SupFam_33

AT3G27925.1

Cl_cgr-mass_424

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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DEG1
AT3G27925 - Cl_cgr-mass_5502

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
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Allenscore: 0.5

Target Interaction:

5'-

3'-

Target Site: 1305

Superfamily: SupFam_33

AT3G27925.1

Cl_cgr-mass_5502

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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HAE
AT4G28490 - Cl_ccm_818

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
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Allenscore: 4.5

Target Interaction:
5'-

3'-

Target Site: 2815

Superfamily: SupFam_124

AT4G28490.1

Cl_ccm_818

miRNAin ccm: No

Published name: Not published

Secondary siRNAs
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PPR_repeat-containing_protein
AT5G46580 - Cl_cgr-dp_29

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
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Allenscore: 5

Target Interaction:

5'-

3'-

Target Site: 1929

Superfamily: SupFam_26

AT5G46580.1

Cl_cgr-dp_29

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs
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Position in Transcript
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GATA_zinc_finger_protein
AT3G52610 - Cl_ccm_205

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
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Allenscore: 4.5

Target Interaction:

5'-

3'-

Target Site: 1115

Superfamily: SupFam_18

AT3G52610.1

Cl_ccm_205

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs
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ccm on Col-0 Cl_ccm_205
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ccm on xrn4
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Position in Transcript

Diff. Exp. secondary siRNA
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KPHMT1
AT2G46110 - Cl_ccm_30

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 2.5

Target Interaction:
5'-

3'-

Target Site: 681

Superfamily: SupFam_50

AT2G46110.1

Cl_ccm_30

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs
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ccm on Col-0 Cl_ccm_30
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Position in Transcript

Diff. Exp. secondary siRNA
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Ribosomal_protein_L6_family_protein
AT1G18540 - Cl_cin_11140

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
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cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

A
|
U

C
|
G

A
|
U

G
|
C

G
|
C

A
|
U

G
|
C

A
|
U

A
|
U

G
|
C

A

A

A
|
U

G
|
C

G
|
C

A
|
U

A
|
U

G
|
C

A
|
U

C
|
G

C

A

A
|
U

Allenscore: 5

Target Interaction:

5'-

3'-

Target Site: 607

Superfamily: SupFam_1431

AT1G18540.1

Cl_cin_11140

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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Kin3
AT2G17220 - Cl_ccm_9385

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 0.5

Target Interaction:

5'-

3'-

Target Site: 799

Superfamily: SupFam_320

AT2G17220.1

Cl_ccm_9385

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs
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SR34
AT1G02840 - Cl_cin_3533

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 2

Target Interaction:

5'-

3'-

Target Site: 370

Superfamily: SupFam_742

AT1G02840.1

Cl_cin_3533

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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cin on Col-0 Cl_cin_3533
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Polyketide_cyclase_dehydrase_and_lipid_t
AT4G01650 - Cl_ccm_6791

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:

5'-

3'-

Target Site: 1000

Superfamily: SupFam_134

AT4G01650.1

Cl_ccm_6791

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs
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TOC75-III
AT3G46740 - Cl_cin_10092

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:
5'-

3'-

Target Site: 1871

Superfamily: SupFam_1423

AT3G46740.1

Cl_cin_10092

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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cin on Col-0 Cl_cin_10092
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GroES-like_zinc-binding_dehydrogenase_fa
AT5G24760 - Cl_cgr-dp_67

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 5

Target Interaction:

5'-

3'-

Target Site: 1124

Superfamily: SupFam_4

AT5G24760.1

Cl_cgr-dp_67

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs
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AFB3
AT1G12820 - Cl_ccm_2

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 472

Superfamily: SupFam_27

AT1G12820.1

Cl_ccm_2

miRNAin ccm: Yes

Published name: ccm-MIR12497a*

Secondary siRNAs
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AFB3
AT1G12820 - Cl_ccm_98

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 4

Target Interaction:

5'-

3'-

Target Site: 469

Superfamily: SupFam_27

AT1G12820.1

Cl_ccm_98

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs
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AFB3
AT1G12820 - Cl_ccm_614

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 4

Target Interaction:

5'-

3'-

Target Site: 472

Superfamily: SupFam_27

AT1G12820.1

Cl_ccm_614

miRNAin ccm: Yes

Published name: ccm-MIR12497b

Secondary siRNAs
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AFB3
AT1G12820 - Cl_ccm_2562

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 5

Target Interaction:

5'-

3'-

Target Site: 1123

Superfamily: SupFam_196

AT1G12820.1

Cl_ccm_2562

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs
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AFB3
AT1G12820 - Cl_cpe-2015_7

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:

5'-

3'-

Target Site: 472

Superfamily: SupFam_27

AT1G12820.1

Cl_cpe-2015_7

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs
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AFB3
AT1G12820 - Cl_cpe-2017_11

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:

5'-

3'-

Target Site: 472

Superfamily: SupFam_27

AT1G12820.1

Cl_cpe-2017_11

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs
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SEOR1
AT3G01680 - Cl_ccm_535

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 5.5

Target Interaction:
5'-

3'-

Target Site: 1753

Superfamily: SupFam_5

AT3G01680.1

Cl_ccm_535

miRNAin ccm: Yes

Published name: ccm-MIR12480

Secondary siRNAs
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SEOR1
AT3G01680 - Cl_ccm_6321

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 5.5

Target Interaction:
5'-

3'-

Target Site: 1753

Superfamily: SupFam_5

AT3G01680.1

Cl_ccm_6321

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs
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SEOR1
AT3G01680 - Cl_ccm_315

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

G

G

G
:
U

C
|
G

C
|
G

A
|
U

C
|
G

U
|
A

U
|
A

U
:
G

G
:
U

A
|
U

U
|
A

U
:
G

U
|
A

C
|
G

C

U

A
|
U

C
|
G

A
|
U

U
|
A

C
|
G

Allenscore: 6

Target Interaction:
5'-

3'-

Target Site: 2250

Superfamily: SupFam_19

AT3G01680.1

Cl_ccm_315

miRNAin ccm: Yes

Published name: ccm-MIR12464

Secondary siRNAs
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SEOR1
AT3G01680 - Cl_cgr-mass_4275

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 5

Target Interaction:
5'-

3'-

Target Site: 1753

Superfamily: SupFam_5

AT3G01680.1

Cl_cgr-mass_4275

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs
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SEOR1
AT3G01680 - Cl_cgr-mass_5049

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 5.5

Target Interaction:
5'-

3'-

Target Site: 1753

Superfamily: SupFam_5

AT3G01680.1

Cl_cgr-mass_5049

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs
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SEOR1
AT3G01680 - Cl_cpe-2015_74

Confirmed Targeting
2nd-siRNA NanoPARE
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SEOR1
AT3G01680 - Cl_cpe-2015_154

Confirmed Targeting
2nd-siRNA NanoPARE
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miRNAin ccm: Yes
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SEOR1
AT3G01680 - Cl_cpe-2015_1417

Confirmed Targeting
2nd-siRNA NanoPARE
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Superfamily: SupFam_5
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SEOR1
AT3G01680 - Cl_cpe-2015_191

Confirmed Targeting
2nd-siRNA NanoPARE
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Published name: N/A
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SEOR1
AT3G01680 - Cl_cpe-2015_3720

Confirmed Targeting
2nd-siRNA NanoPARE
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SEOR1
AT3G01680 - Cl_cpe-2017_89

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Interaction:
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Target Site: 1753

Superfamily: SupFam_5
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miRNAin ccm: Yes

Published name: N/A
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SEOR1
AT3G01680 - Cl_cpe-2017_181

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

U
|
A

U

U

C
|
G

C
|
G

U
|
A

G
:
U

U
|
A

A
|
U

C
|
G

G
|
C

G
|
C

A
|
U

G
|
C

G
|
C

A
|
U

G
|
C

A
|
U

U

C

G
|
C

A
|
U

C
|
G

U

U

Allenscore: 5.5

Target Interaction:
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Target Site: 1753

Superfamily: SupFam_5

AT3G01680.1

Cl_cpe-2017_181

miRNAin ccm: Yes

Published name: N/A
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SEOR1
AT3G01680 - Cl_cpe-2017_1111

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Interaction:
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Target Site: 1753

Superfamily: SupFam_5
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miRNAin ccm: Yes

Published name: N/A
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SEOR1
AT3G01680 - Cl_cpe-2017_172

Confirmed Targeting
2nd-siRNA NanoPARE
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miRNAin ccm: Yes

Published name: N/A
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SEOR1
AT3G01680 - Cl_cpe-2017_2830

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

A
|
U

U
:
G

U
|
A

G
:
U

C
|
G

U
|
A

U
|
A

C
|
G

G
|
C

A
|
U

G

-

U
|
A

G

G

U
|
A

C
|
G

A
|
U

G
:
U

C
|
G

G
:
U

U
|
A

C
|
G

Allenscore: 75

Target Interaction:
5'-

3'-
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RPT2a
AT4G29040 - Cl_cin_1915

Confirmed Targeting
2nd-siRNA NanoPARE
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Superfamily: SupFam_1368
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BTI1
AT4G23630 - Cl_cgr-dp_91

Confirmed Targeting
2nd-siRNA NanoPARE
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Published name: N/A
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GTG2
AT4G27630 - Cl_cgr-dp_190

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Site: 1649

Superfamily: SupFam_895
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miRNAin ccm: N/A

Published name: N/A
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LINC1
AT1G67230 - Cl_cgr-dp_10674

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Site: 1930
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AT1G67230.1
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miRNAin ccm: Yes

Published name: N/A
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SEC14_cytosolic_factor_family_protein___
AT3G51670 - Cl_cgr-dp_279

Confirmed Targeting
2nd-siRNA NanoPARE
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miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

0.8

0

0.8

R
P
M

cgr-dp on Col-0 Cl_cgr-dp_279

0.8

0

0.8

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

- -- ----- - -

0
0.64
1.28

R
P
M

cgr-dp on xrn4

- ----- -

0
0.64
1.28

R
P
M

xrn4

0 500 1000 1500 1835
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



NAC6
AT5G39610 - Cl_cgr-dp_26729

Confirmed Targeting
2nd-siRNA NanoPARE
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locus not found



BRI1
AT4G39400 - Cl_cgr-mass_20246

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

C

A

G
:
U

G
|
C

G
|
C

U
:
G
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|
A
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|
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|
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|
U

G
|
C

U
|
A

A
|
U

Allenscore: 4.5

Target Interaction:

5'-

3'-

Target Site: 3530

Superfamily: SupFam_59

AT4G39400.1

Cl_cgr-mass_20246

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

10.6

0

10.6

R
P
M

cgr-mass on Col-0 Cl_cgr-mass_20246

10.6

0

10.6

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA
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Position in Transcript
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NF-YA8
AT1G17590 - Cl_cin_1673

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

A

A

A

G

A
|
U

G
|
C

G
|
C

G
:
U

A
|
U

A
|
U

G
|
C

U
|
A

C
|
G

A
|
U

U
|
A

C
|
G

C
|
G

U
|
A

U
|
A

G
|
C

G
|
C

C
|
G

U

U

Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 1329

Superfamily: SupFam_1364

AT1G17590.1

Cl_cin_1673

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

2.8

0

2.8

R
P
M

cin on Col-0 Cl_cin_1673

2.8

0

2.8

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

------ - - -

0
0.18
0.36

R
P
M

cin on xrn4

- ----- --- -

0
0.18
0.36

R
P
M

xrn4

0 400 800 1200 1589
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



NAK
AT5G02290 - Cl_ccm_818

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

C
|
G

A
|
U

G
|
C

G
|
C

G
|
C

A

A

U
|
A
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|
U

C
|
G

G
|
C

C
|
G

U
|
A

G
|
C

C
|
G

U

U

C
|
G

C
|
G

A
|
U

G
|
C

A
|
U

A
|
U

U
|
A

A
|
U

Allenscore: 3

Target Interaction:

5'-

3'-

Target Site: 1120

Superfamily: SupFam_124

AT5G02290.1

Cl_ccm_818

miRNAin ccm: No

Published name: Not published

Secondary siRNAs

10.8

0

10.8

R
P
M

ccm on Col-0 Cl_ccm_818

10.8

0

10.8

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

- - - -- --

0
0.26
0.52

R
P
M

ccm on xrn4

- -- --- - --- ------ ---

0
0.26
0.52

R
P
M

xrn4

0 450 900 1350 1740
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



DUF1421_containing_protein
AT4G28300 - Cl_cgr-dp_307

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

C

U

C

U

G
|
C

U
|
A

U
|
A

U
|
A

C
|
G

U
:
G

A
|
U

C

A

U
|
A

C
|
G

C
|
G

A
|
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C
|
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C
|
G

A
|
U

U
:
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C
|
G

A
|
U

C
|
G

A
|
U

Allenscore: 4.5

Target Interaction:

5'-

3'-

Target Site: 990

Superfamily: SupFam_897

AT4G28300.1

Cl_cgr-dp_307

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

2.1

0

2.1

R
P
M

cgr-dp on Col-0 Cl_cgr-dp_307

2.1

0

2.1

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

------------------ - -

0
0.43
0.85

R
P
M

cgr-dp on xrn4

----- ---------- -

0
0.43
0.85

R
P
M

xrn4

0 500 1000 1500 1928
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



Tudor1
AT5G07350 - Cl_ccm_935

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

G
:
U

A
|
U

G
|
C

A
|
U
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|
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G
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|
A
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G
|
C

U
|
A

U

U

G
|
C

Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 2216

Superfamily: SupFam_287

AT5G07350.1

Cl_ccm_935

miRNAin ccm: Yes

Published name: ccm-MIR12464*

Secondary siRNAs

26.9

0

26.9

R
P
M

ccm on Col-0 Cl_ccm_935

26.9

0

26.9

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA
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Tudor1
AT5G07350 - Cl_cpe-2015_358

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

G
:
U

A
|
U

G
|
C

A
|
U

U
|
A

G
|
C

U
|
A

U
|
A

G
|
C
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|
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|
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|
U

U
|
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|
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G
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A
|
U

A
|
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G
|
C

U
|
A

U

U

G
|
C

Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 2216

Superfamily: SupFam_287

AT5G07350.1

Cl_cpe-2015_358

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs

16.8

0

16.8

R
P
M

cpe-2015 on Col-0 Cl_cpe-2015_358

16.8

0

16.8

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA
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2nd siRNAs: Phase diagram
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Tudor1
AT5G07350 - Cl_cpe-2017_269

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

G
:
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A
|
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U
|
A

U

U

G
|
C

Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 2216

Superfamily: SupFam_287

AT5G07350.1

Cl_cpe-2017_269

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs

20.8

0

20.8

R
P
M

cpe-2017 on Col-0 Cl_cpe-2017_269

20.8

0

20.8

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA
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NF-YA9
AT3G20910 - Cl_ccm_2887

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

G
:
U

C
|
G

G
|
C

G
|
C

C
|
G

A
|
U

A
|
U

U
|
A

U
|
A
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A
|
U
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|
A
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C
|
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U
|
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G
|
C

G
|
C

C
|
G

U
|
A

U
|
A

Allenscore: 1.5

Target Interaction:

5'-

3'-

Target Site: 1073

Superfamily: SupFam_72

AT3G20910.1

Cl_ccm_2887

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs

15.3

0

15.3

R
P
M

ccm on Col-0 Cl_ccm_2887

15.3

0

15.3

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

-

0
0.22
0.44

R
P
M

ccm on xrn4

- - --

0
0.22
0.44

R
P
M

xrn4

0 350 700 1050 1235
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



NF-YA9
AT3G20910 - Cl_ccm_2720

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

G
:
U

G
:
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C
|
G

G
|
C

G
|
C

C
|
G

A
|
U

A
|
U

U

U
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A
|
U
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A
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C
|
G

U
|
A

U
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A

G
|
C

G
|
C

C
|
G

U
|
A

U

U

Allenscore: 4

Target Interaction:

5'-

3'-

Target Site: 1073

Superfamily: SupFam_72

AT3G20910.1

Cl_ccm_2720

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs

15.3

0

15.3

R
P
M

ccm on Col-0 Cl_ccm_2720

15.3

0

15.3

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

-

0
0.22
0.44

R
P
M

ccm on xrn4

- - --

0
0.22
0.44

R
P
M

xrn4

0 350 700 1050 1235
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



APK2B
AT2G02800 - Cl_cgr-dp_62946

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

U

U

C

U

A
|
U

A
|
U

G
:
U

A
|
U

A
|
U

C
|
G

G
|
C

C
|
G

U
:
G

A
|
U

C
|
G

G
|
C

A
|
U

G
|
C
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U
|
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U
|
A

U
:
G

C

U

Allenscore: 6

Target Interaction:

5'-

3'-

Target Site: 582

Superfamily: SupFam_26

AT2G02800.1

Cl_cgr-dp_62946

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs

10.3

0

10.3

R
P
M

cgr-dp on Col-0 Cl_cgr-dp_62946

10.3

0

10.3

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

------ -

0
0.22
0.43

R
P
M

cgr-dp on xrn4

------- -

0
0.22
0.43

R
P
M

xrn4

0 450 900 1350 1798
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



APK2B
AT2G02800 - Cl_cgr-dp_29

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

A
|
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C
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|
A

U
|
A

U
:
G

C

U

Allenscore: 4

Target Interaction:

5'-

3'-

Target Site: 582

Superfamily: SupFam_26

AT2G02800.1

Cl_cgr-dp_29

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs

10.3

0

10.3

R
P
M

cgr-dp on Col-0 Cl_cgr-dp_29

10.3

0

10.3

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

------ -

0
0.22
0.43

R
P
M

cgr-dp on xrn4

------- -

0
0.22
0.43

R
P
M

xrn4

0 450 900 1350 1798
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



LL-diaminopimelate_aminotransferase
AT3G14280 - Cl_ccm_1979

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

A

G

G
|
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A
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U

G
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A
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U
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U
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A

G
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A
|
U

Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 470

Superfamily: SupFam_20

AT3G14280.1

Cl_ccm_1979

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs

8.8

0

8.8

R
P
M

ccm on Col-0 Cl_ccm_1979

8.8

0

8.8

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

-- - - -

0
0.73
1.45

R
P
M

ccm on xrn4

-- - -

0
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1.45

R
P
M

xrn4
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Position in Transcript

Diff. Exp. secondary siRNA
locus not found



PKL
AT2G25170 - Cl_cgr-dp_80

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin
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U
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C

U

Allenscore: 3

Target Interaction:

5'-

3'-

Target Site: 3195

Superfamily: SupFam_206

AT2G25170.1

Cl_cgr-dp_80

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

3.5

0

3.5

R
P
M

cgr-dp on Col-0 Cl_cgr-dp_80

3.5

0

3.5

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

0
0.29
0.58

R
P
M

cgr-dp on xrn4

-

0
0.29
0.58

R
P
M

xrn4

0 1150 2300 3450 4502
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



PXC1
AT2G36570 - Cl_cgr-pm_525

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin
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A
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Allenscore: 4.5

Target Interaction:

5'-

3'-

Target Site: 408

Superfamily: SupFam_161

AT2G36570.1

Cl_cgr-pm_525

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

2.6

0

2.6

R
P
M

cgr-pm on Col-0 Cl_cgr-pm_525

2.6

0

2.6

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA
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2nd siRNAs: Phase diagram
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<2
0 20 21 22 23 24 >2
4

0
25

50



TLP9
AT3G06380 - Cl_cgr-dp_8594

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin
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A
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Allenscore: 4.5

Target Interaction:

5'-

3'-

Target Site: 1320

Superfamily: SupFam_14

AT3G06380.1

Cl_cgr-dp_8594

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

2.8

0

2.8

R
P
M

cgr-dp on Col-0 Cl_cgr-dp_8594

2.8

0

2.8

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

- -------- ----- -

0
0.26
0.53

R
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M

cgr-dp on xrn4

- -------- ----- -

0
0.26
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R
P
M

xrn4

0 450 900 1350 1645
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



GRF8
AT5G65430 - Cl_cpe-2015_129

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
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cgr-dp

cin
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U

Allenscore: 5

Target Interaction:

5'-

3'-

Target Site: 885

Superfamily: SupFam_24

AT5G65430.1

Cl_cpe-2015_129

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs

10.4

0

10.4

R
P
M

cpe-2015 on Col-0 Cl_cpe-2015_129

10.4

0

10.4

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

--- ---------

0
0.29
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R
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M

cpe-2015 on xrn4

---- ----------

0
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R
P
M

xrn4
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Position in Transcript

Diff. Exp. secondary siRNA
locus not found



Protein_kinase_superfamily_protein
AT5G24010 - Cl_cgr-dp_14631

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
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Target Site: 1954
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Published name: N/A
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TIR1
AT3G62980 - Cl_ccm_2

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 4.5

Target Interaction:
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Target Site: 555

Superfamily: SupFam_27
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TIR1
AT3G62980 - Cl_ccm_438

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 2.5

Target Interaction:

5'-

3'-

Target Site: 555

Superfamily: SupFam_27

AT3G62980.1

Cl_ccm_438

miRNAin ccm: Yes

Published name: Not published
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TIR1
AT3G62980 - Cl_ccm_614

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3.5

Target Interaction:

5'-

3'-

Target Site: 555

Superfamily: SupFam_27

AT3G62980.1

Cl_ccm_614

miRNAin ccm: Yes

Published name: ccm-MIR12497b
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TIR1
AT3G62980 - Cl_ccm_13108

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 4

Target Interaction:

5'-

3'-

Target Site: 555

Superfamily: SupFam_27

AT3G62980.1

Cl_ccm_13108

miRNAin ccm: Yes

Published name: Not published
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TIR1
AT3G62980 - Cl_ccm_51538

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 1

Target Interaction:

5'-

3'-

Target Site: 555

Superfamily: SupFam_27

AT3G62980.1

Cl_ccm_51538

miRNAin ccm: Yes

Published name: Not published
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TIR1
AT3G62980 - Cl_cpe-2015_7

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 4

Target Interaction:

5'-

3'-

Target Site: 555

Superfamily: SupFam_27

AT3G62980.1

Cl_cpe-2015_7

miRNAin ccm: Yes

Published name: N/A
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TIR1
AT3G62980 - Cl_cpe-2017_11

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 4

Target Interaction:

5'-

3'-

Target Site: 555

Superfamily: SupFam_27

AT3G62980.1

Cl_cpe-2017_11

miRNAin ccm: Yes

Published name: N/A
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31.2

0

31.2

R
P
M

cpe-2017 on Col-0 Cl_cpe-2017_11

31.2

0

31.2

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA

0 700 1400 2100 2637
Position in Transcript

2nd siRNAs: Phase diagram

0
1
2
3

4

5
6

7
891011

12
13
14

15

16
17
18

19 20

2nd siRNAs: Size distribution

<2
0 20 21 22 23 24 >2
4

0
63
5

12
70



HMGB3
AT1G20696 - Cl_ccm_4973

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 5.5

Target Interaction:
5'-

3'-

Target Site: 572

Superfamily: SupFam_20

AT1G20696.1

Cl_ccm_4973

miRNAin ccm: Yes

Published name: Not published

Secondary siRNAs
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HMGB3
AT1G20696 - Cl_ccm_1979

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 2.5

Target Interaction:
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3'-

Target Site: 572

Superfamily: SupFam_20

AT1G20696.1

Cl_ccm_1979

miRNAin ccm: Yes

Published name: Not published
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AFB1
AT4G03190 - Cl_cpe-2015_526

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:

5'-

3'-

Target Site: 436

Superfamily: SupFam_27

AT4G03190.1

Cl_cpe-2015_526

miRNAin ccm: Yes

Published name: N/A
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AFB1
AT4G03190 - Cl_cpe-2017_486

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:

5'-

3'-

Target Site: 436

Superfamily: SupFam_27

AT4G03190.1

Cl_cpe-2017_486

miRNAin ccm: Yes

Published name: N/A
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AFB1
AT4G03190 - Cl_cpe-2017_29015

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Site: 435

Superfamily: SupFam_27
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Cl_cpe-2017_29015

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs

7.8

0

7.8

R
P
M

cpe-2017 on Col-0 Cl_cpe-2017_29015

7.8

0

7.8

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA

0 600 1200 1800 2264
Position in Transcript

2nd siRNAs: Phase diagram

0
1
2
3

4

5
6

7
891011

12
13
14
15
16
17
18

19 20

2nd siRNAs: Size distribution

<2
0 20 21 22 23 24 >2
4

0
10
5

21
0



AFB2
AT3G26810 - Cl_ccm_2

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Interaction:

5'-

3'-

Target Site: 781

Superfamily: SupFam_27

AT3G26810.1
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miRNAin ccm: Yes

Published name: ccm-MIR12497a*
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AFB2
AT3G26810 - Cl_ccm_614

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:
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Target Site: 781

Superfamily: SupFam_27

AT3G26810.1

Cl_ccm_614

miRNAin ccm: Yes

Published name: ccm-MIR12497b
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AFB2
AT3G26810 - Cl_cpe-2015_7

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Interaction:

5'-

3'-

Target Site: 781

Superfamily: SupFam_27
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miRNAin ccm: Yes

Published name: N/A
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AFB2
AT3G26810 - Cl_cpe-2017_11
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G6PD5
AT3G27300 - Cl_cpe-2015_537

Confirmed Targeting
2nd-siRNA NanoPARE
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G6PD5
AT3G27300 - Cl_cpe-2017_615

Confirmed Targeting
2nd-siRNA NanoPARE
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G6PD5
AT3G27300 - Cl_ccm_5718

Confirmed Targeting
2nd-siRNA NanoPARE
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CRCK2
AT4G00330 - Cl_cpe-2015_439

Confirmed Targeting
2nd-siRNA NanoPARE
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Published name: N/A

Secondary siRNAs

59.6

0

59.6

R
P
M

cpe-2015 on Col-0 Cl_cpe-2015_439

59.6

0

59.6

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

---- -- -

0
0.27
0.54

R
P
M

cpe-2015 on xrn4

----- --- -

0
0.27
0.54

R
P
M

xrn4

0 400 800 1200 1584
Position in Transcript

2nd siRNAs: Phase diagram

0
1
2
3

4

5
6

7891011
12

13
14

15

16
17
18

19 20

2nd siRNAs: Size distribution

<2
0 20 21 22 23 24 >2
4

0
22
0

44
0



CRCK2
AT4G00330 - Cl_cpe-2015_45087

Confirmed Targeting
2nd-siRNA NanoPARE
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Published name: N/A
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CRCK2
AT4G00330 - Cl_cpe-2017_503

Confirmed Targeting
2nd-siRNA NanoPARE
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CRCK2
AT4G00330 - Cl_cpe-2017_25056

Confirmed Targeting
2nd-siRNA NanoPARE
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Protein_kinase_superfamily_protein
AT3G51990 - Cl_cpe-2015_44

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Site: 221
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Protein_kinase_superfamily_protein
AT3G51990 - Cl_cpe-2015_45087

Confirmed Targeting
2nd-siRNA NanoPARE

ccm
cpe-2015
cpe-2017
cgr-dp
cgr-pm
cgr-mass
cin

ccm
cpe-2015

cgr-dp

cin

G
:
U

G
|
C

U
|
A

U
|
A

A
|
U

C
|
G

U
|
A

U
|
A

A
|
U

G
|
C

A
|
U

U
|
A

C
|
G

C
|
G

A
|
U

G
|
C

A
|
U

U

C

U
|
A

A

C

Allenscore: 5.5

Target Interaction:

5'-

3'-

Target Site: 921

Superfamily: SupFam_257

AT3G51990.1

Cl_cpe-2015_45087

miRNAin ccm: N/A

Published name: N/A

Secondary siRNAs

5.7

0

5.7

R
P
M

cpe-2015 on Col-0 Cl_cpe-2015_45087

5.7

0

5.7

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA

0 400 800 1200 1585
Position in Transcript

2nd siRNAs: Phase diagram

0
1
2
3

4

5
6

7
891011

12
13
14

15

16
17
1819

20

2nd siRNAs: Size distribution

<2
0 20 21 22 23 24 >2
4

0
25

50



Protein_kinase_superfamily_protein
AT3G51990 - Cl_cpe-2017_47

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Site: 221

Superfamily: SupFam_269
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miRNAin ccm: Yes
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AtMYB103
AT1G63910 - Cl_cgr-dp_279

Confirmed Targeting
2nd-siRNA NanoPARE
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AtMYB103
AT1G63910 - Cl_cgr-dp_37384

Confirmed Targeting
2nd-siRNA NanoPARE
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AtMYB103
AT1G63910 - Cl_cgr-pm_3376

Confirmed Targeting
2nd-siRNA NanoPARE
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AtMYB103
AT1G63910 - Cl_cgr-pm_5111

Confirmed Targeting
2nd-siRNA NanoPARE
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AtMYB103
AT1G63910 - Cl_cgr-mass_3016

Confirmed Targeting
2nd-siRNA NanoPARE
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AtMYB103
AT1G63910 - Cl_cgr-mass_4415

Confirmed Targeting
2nd-siRNA NanoPARE
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miRNAin ccm: N/A
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Secondary siRNAs

8.4

0

8.4

R
P
M

cgr-mass on Col-0 Cl_cgr-mass_4415

8.4

0

8.4

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA

0 400 800 1200 1417
Position in Transcript

2nd siRNAs: Phase diagram

0
1
2
3

4

5

6
7

891011
12

13
14

15

16
17
18

19 20

2nd siRNAs: Size distribution

<2
0 20 21 22 23 24 >2
4

0
25

50



HSFB4
AT1G46264 - Cl_ccm_19

Confirmed Targeting
2nd-siRNA NanoPARE
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HSFB4
AT1G46264 - Cl_cpe-2017_72

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Site: 457

Superfamily: SupFam_116
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miRNAin ccm: Yes

Published name: N/A
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HSFB4
AT1G46264 - Cl_cpe-2017_3993

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Site: 457

Superfamily: SupFam_116
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miRNAin ccm: Yes

Published name: N/A
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PXY
AT5G61480 - Cl_ccm_818

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Interaction:

5'-

3'-

Target Site: 3083

Superfamily: SupFam_124
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miRNAin ccm: No

Published name: Not published
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Galactose_oxidase_superfamily_protein
AT5G60570 - Cl_ccm_670

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:

5'-

3'-

Target Site: 1307

Superfamily: SupFam_281

AT5G60570.1

Cl_ccm_670

miRNAin ccm: Yes

Published name: Not published
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Galactose_oxidase_superfamily_protein
AT5G60570 - Cl_cpe-2015_316

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:

5'-
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Target Site: 1307

Superfamily: SupFam_281

AT5G60570.1

Cl_cpe-2015_316

miRNAin ccm: Yes

Published name: N/A

Secondary siRNAs

22

0

22

R
P
M

cpe-2015 on Col-0 Cl_cpe-2015_316

22

0

22

R
P
M

Col-0

Plus Strand
Minus Strand

Degradome hits not found for sRNA

0 550 1100 1650 2009
Position in Transcript

2nd siRNAs: Phase diagram

0
1
2
3

4

5
6

7
891011

12
13
14

15

16
17
18

19 20

2nd siRNAs: Size distribution

<2
0 20 21 22 23 24 >2
4

0
14
5

29
0



Galactose_oxidase_superfamily_protein
AT5G60570 - Cl_cpe-2017_305

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 3

Target Interaction:
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Target Site: 1307

Superfamily: SupFam_281

AT5G60570.1

Cl_cpe-2017_305

miRNAin ccm: Yes

Published name: N/A
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RK2
AT1G65800 - Cl_cgr-dp_14631

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Site: 2196

Superfamily: SupFam_49
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miRNAin ccm: Yes

Published name: N/A
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Protein_kinase_superfamily_protein
AT3G53840 - Cl_cpe-2015_45087

Confirmed Targeting
2nd-siRNA NanoPARE
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miRNAin ccm: N/A

Published name: N/A
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Calmodulin-binding_transcription_activat
AT1G67310 - Cl_ccm_23

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Interaction:
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Target Site: 334

Superfamily: SupFam_39

AT1G67310.1

Cl_ccm_23

miRNAin ccm: Yes

Published name: Not published
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61.6

0

61.6

R
P
M

ccm on Col-0 Cl_ccm_23

61.6

0

61.6

R
P
M

Col-0

Plus Strand
Minus Strand

5’ read ends (NanoPARE)

0
0.48
0.96

R
P
M

ccm on xrn4

-

0
0.48
0.96

R
P
M

xrn4

0 800 1600 2400 3039
Position in Transcript

Diff. Exp. secondary siRNA
locus not found



Calmodulin-binding_transcription_activat
AT1G67310 - Cl_cgr-dp_47

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 4

Target Interaction:
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Target Site: 334

Superfamily: SupFam_39

AT1G67310.1
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miRNAin ccm: Yes

Published name: N/A
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UAP56b
AT5G11200 - Cl_cin_42282

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Site: 359

Superfamily: SupFam_1585
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miRNAin ccm: N/A

Published name: N/A
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BIK1
AT2G39660 - Cl_ccm_7

Confirmed Targeting
2nd-siRNA NanoPARE
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Allenscore: 1

Target Interaction:
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Target Site: 870

Superfamily: SupFam_1

AT2G39660.1
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miRNAin ccm: Yes

Published name: ccm-MIR12463b
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BIK1
AT2G39660 - Cl_ccm_7146

Confirmed Targeting
2nd-siRNA NanoPARE
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Target Interaction:
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Target Site: 870

Superfamily: SupFam_1
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miRNAin ccm: Yes

Published name: Not published
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BIK1
AT2G39660 - Cl_ccm_117

Confirmed Targeting
2nd-siRNA NanoPARE
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BIK1
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BIK1
AT2G39660 - Cl_cpe-2015_5

Confirmed Targeting
2nd-siRNA NanoPARE
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BIK1
AT2G39660 - Cl_cpe-2015_4852

Confirmed Targeting
2nd-siRNA NanoPARE
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BIK1
AT2G39660 - Cl_cpe-2015_953

Confirmed Targeting
2nd-siRNA NanoPARE
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BIK1
AT2G39660 - Cl_cpe-2017_9

Confirmed Targeting
2nd-siRNA NanoPARE
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BIK1
AT2G39660 - Cl_cpe-2017_5671

Confirmed Targeting
2nd-siRNA NanoPARE
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BIK1
AT2G39660 - Cl_cpe-2017_695

Confirmed Targeting
2nd-siRNA NanoPARE
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Phosphatidylinositol-4-phosphate_5-kinas
AT1G10900 - Cl_cgr-dp_539

Confirmed Targeting
2nd-siRNA NanoPARE
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PCRK1
AT3G09830 - Cl_cgr-dp_42

Confirmed Targeting
2nd-siRNA NanoPARE
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STY46
AT4G38470 - Cl_cin_14840

Confirmed Targeting
2nd-siRNA NanoPARE
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AT4G38470 - Cl_cin_176

Confirmed Targeting
2nd-siRNA NanoPARE
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STY46
AT4G38470 - Cl_cin_21889

Confirmed Targeting
2nd-siRNA NanoPARE
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