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Figure 1 - Figure Supplement 3| Copy number and structural rearrangement breakpoint junctions
for cell lines analyzed by whole genome sequencing. Plots show the breakpoint junctions (solid
lines) and CNAs (black dots) detected by WGS. Lines are colored according to the orientation of the
breakpoint junction, from low to high chromosomal coordinate: tail-head (blue), head-tail (green),

head-head (orange), tail-tail (red).



