
Gene Symbol Flybase ID Gene Symbol Flybase ID Gene Symbol Flybase ID Gene Symbol Flybase ID log2 fold change p.value
so FBgn0003460 svp FBgn0003651 CG34380 FBgn0085409 Imp FBgn0262735 1.5737542 0.000000e+00
CG32036 FBgn0052036 CR44024 FBgn0264794 CG9336 FBgn0032897 Oatp74D FBgn0036732 1.0462065 0.000000e+00
Kr FBgn0001325 mir-92a FBgn0262411 Orct2 FBgn0086365 Gapdh2 FBgn0001092 0.6016339 1.706808e-135
comm2 FBgn0041160 E23 FBgn0020445 SP1173 FBgn0035710 CG10939 FBgn0010620 0.5825313 1.221677e-153
Orct2 FBgn0086365 lin-28 FBgn0035626 sff FBgn0036544 CG44325 FBgn0265413 0.5613071 1.088927e-93
GstD3 FBgn0010039 Imp FBgn0262735 CG17896 FBgn0023537 Gdh FBgn0001098 0.5510246 4.970321e-125
GstE1 FBgn0034335 Rdh FBgn0064227 lin-28 FBgn0035626 nAChRalpha3 FBgn0015519 0.4831157 3.646193e-203
CG43066 FBgn0262476 mthl10 FBgn0035132 CG5953 FBgn0032587 Act42A FBgn0000043 0.4683296 1.249218e-127
nrm FBgn0262509 shot FBgn0013733 Thor FBgn0261560 lncRNA:CR44978 FBgn0266313 0.4599780 1.020018e-89
CG1827 FBgn0033431 ps FBgn0261552 CG44325 FBgn0265413 cherub FBgn0262972 0.4371781 3.806060e-136
sca FBgn0003326 pog FBgn0283685 GABA-B-R1 FBgn0260446 lncRNA:CR33938 FBgn0063127 0.4036040 9.031728e-71
Imp FBgn0262735 CG11791 FBgn0039266 chrb FBgn0036165 Pglym78 FBgn0014869 0.4032054 1.267044e-88
lin-28 FBgn0035626 CG13928 FBgn0035246 GstE1 FBgn0034335 CG42806 FBgn0261975 0.3882541 7.445608e-59
cas FBgn0004878 CG17265 FBgn0031488 CG6770 FBgn0032400 CG3408 FBgn0036008 0.3754869 1.873369e-98
E23 FBgn0020445 CG6770 FBgn0032400 AsnS FBgn0270926 Hsc70-4 FBgn0266599 0.3695908 2.782169e-141
Chd64 FBgn0035499 CG43066 FBgn0262476 Prosap FBgn0040752 Poxn FBgn0003130 0.3692079 3.116743e-69
CR31386 FBgn0051386 GstD1 FBgn0001149 cv-c FBgn0086901 CG8036 FBgn0037607 0.3533248 5.513583e-57
CG10939 FBgn0010620 chinmo FBgn0086758 Dic1 FBgn0027610 snu FBgn0039594 0.3514313 3.333218e-59
CG10512 FBgn0037057 plum FBgn0039431 CG42342 FBgn0259244 Chd64 FBgn0035499 0.3398001 4.901287e-65
plum FBgn0039431 Chd64 FBgn0035499 CG6191 FBgn0027581 plum FBgn0039431 0.3347959 1.906049e-52
CG3776 FBgn0035088 CG10512 FBgn0037057 Chd64 FBgn0035499 sesB FBgn0003360 0.3324684 5.629514e-104
CG5953 FBgn0032587 Aldh FBgn0012036 tkv FBgn0003716 CG12643 FBgn0040942 0.3298019 1.271395e-28
Oatp74D FBgn0036732 SP1173 FBgn0035710 Myd88 FBgn0033402 bun FBgn0259176 0.3242424 3.928482e-46
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Temporally-regulated genes in various NBs throughout larval development

poxn>prosRNAi tumors (this study)

CG15293 FBgn0028526 Pex7 FBgn0035922 CanB2 FBgn0015614 kek1 FBgn0015399 0.3222570 4.534384e-66
brk FBgn0024250 CG10939 FBgn0010620 cwo FBgn0259938 eIF1 FBgn0035423 0.3217086 3.614680e-65
mas FBgn0011653 CR31386 FBgn0051386 CG32036 FBgn0052036 CG13108 FBgn0032100 0.3167714 1.285692e-76
hkb FBgn0261434 cas FBgn0004878 CG32037 FBgn0052037 path FBgn0036007 0.3133655 6.339510e-37
CG32625 FBgn0052625 CG12496 FBgn0040385 CG5789 FBgn0039207 fabp FBgn0037913 0.2922829 1.805473e-48
Stat92E FBgn0016917 E(spl)m7-HLH FBgn0002633 chinmo FBgn0086758 CG10512 FBgn0037057 0.2918821 3.341052e-37
Dr FBgn0000492 Oatp74D FBgn0036732 Imp FBgn0262735 CG13305 FBgn0035921 0.2895423 2.579350e-52
br FBgn0283451 ytr FBgn0021895 CG6287 FBgn0032350 CG1607 FBgn0039844 0.2746138 2.838996e-38
CG6904 FBgn0266064 br FBgn0283451 CG4945 FBgn0034137 Moe FBgn0011661 0.2738310 9.325978e-46
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CG31769 FBgn0051769 CycA FBgn0000404 CG30015 FBgn0050015 GILT1 FBgn0038149 0.2727551 2.077978e-39
Gr63a FBgn0035468 Rcc1 FBgn0002638 Kr-h1 FBgn0266450 Sam-S FBgn0005278 0.2671394 1.548425e-35
lncRNA:noe FBgn0026197 snoRNA:Me18S-G1358bFBgn0086054 Tret1-2 FBgn0033644 SP1173 FBgn0035710 0.2653921 9.570605e-73
betaTub60D FBgn0003888 stg FBgn0003525 tim FBgn0014396 sqd FBgn0263396 0.2644450 2.981242e-59
Vdup1 FBgn0035103 CG14977 FBgn0035469 Arc1 FBgn0033926 CG5953 FBgn0032587 0.2637914 1.018309e-43
Toll-7 FBgn0034476 Taf12L FBgn0031623 CG15414 FBgn0031542 CG33129 FBgn0053129 0.2615916 2.897409e-51
Taf12L FBgn0031623 asp FBgn0000140 ImpL2 FBgn0001257 CG9328 FBgn0032886 0.2614985 5.586093e-33
Syp FBgn0038826 CG5554 FBgn0034914 MFS3 FBgn0031307 Eno FBgn0000579 0.2572578 1.310768e-27
Mpc1 FBgn0038662 Gyg FBgn0265191 GlyP FBgn0004507 Gapdh1 FBgn0001091 0.2523413 1.019635e-22
Ice Syp FBgn0038826 Gapdh2 FBgn0001092 mbl FBgn0265487 0.2512842 1.848356e-68
vri FBgn0016076 Hsp67Ba FBgn0001227 CG34443 FBgn0085472 Eip93F FBgn0264490 -1.2774397 2.716941e-275
Glycogenin FBgn0265191 CycB FBgn0000405 CG34442 FBgn0085471 lncRNA:alphagamma-element -0.7711924 2.088820e-113
CG30383 FBgn0050383 loj FBgn0061492 ind FBgn0025776 lncRNA:noe FBgn0026197 -0.7296212 7.280899e-26
Drat FBgn0033188 mEFTs FBgn0032646 asp FBgn0000140 Hsp68 FBgn0001230 -0.7285619 2.975371e-25
CG15628 FBgn0031632 Nedd8 FBgn0032725 CG12496 FBgn0040385 hig FBgn0010114 -0.7012190 3.558661e-70
Ald FBgn0000064 CG14641 FBgn0037220 betaTub60D FBgn0003888 E(spl)m7-HLH FBgn0002633 -0.6357553 1.177849e-52
CG4042 FBgn0037018 Vdup1 FBgn0035103 snoRNA:Or-aca4 FBgn0082922 Hsp70Bc FBgn0013279 -0.6027173 6.776954e-30
CG33494 FBgn0053494 l(2)09851 FBgn0022288 Ald FBgn0000064 E(spl)malpha-BFM FBgn0002732 -0.5702593 3.944253e-47
Eip93F FBgn0264490 Tpi FBgn0086355 l(1)sc FBgn0002561 CG42260 FBgn0259145 -0.5440821 4.038303e-65
CG32039 FBgn0052039 CG18178 FBgn0036035 br FBgn0283451 lncRNA:Hsromega FBgn0001234 -0.4776603 1.764136e-54
Hsp67Ba FBgn0001227 GlyP FBgn0004507 Mmp2 FBgn0033438 stg FBgn0003525 -0.4067840 1.154068e-43
Tret1-1 FBgn0050035 lncRNA:noe FBgn0026197 Gasp FBgn0026077 CG15646 FBgn0030665 -0.3944330 1.982274e-73
CG13897 FBgn0035160 Drat FBgn0033188 CG30339 FBgn0050339 E(spl)m8-HLH FBgn0000591 -0.3883691 7.168639e-12
CG2931 FBgn0037342 VhaAC39-1 FBgn0028665 CG15482 FBgn0032483 Gp150 FBgn0013272 -0.3865952 2.517319e-36
lft FBgn0032230 CG1542 FBgn0039828 ytr FBgn0021895 CG43658 FBgn0263706 -0.3849966 3.399506e-52
CG11882 FBgn0039642 CG17271 FBgn0038829 SP1029 FBgn0263236 E2f1 FBgn0011766 -0.3673168 1.267511e-43
CG15646 FBgn0030665 fax FBgn0014163 CG12914 FBgn0033499 kek5 FBgn0031016 -0.3505154 1.464959e-36
sprt FBgn0082585 Tif-IA FBgn0032988 wun2 FBgn0041087 scyl FBgn0041094 -0.3472668 4.868071e-30
pncr002:3R FBgn0063127 dod FBgn0015379 Hr3 Flybase ID sna FBgn0003448 -0.3339686 1.124318e-10
CG8520 FBgn0033734 CG14545 FBgn0040602 aur Msp300 FBgn0261836 -0.3337948 9.065588e-23
CG9238 FBgn0036428 CG32441 FBgn0052441 CG34221 FBgn0085250 DnaJ-1 FBgn0263106 -0.3249978 2.126578e-18
CG9993 FBgn0034553 lncRNA:CR43461 FBgn0263415 CG12912 FBgn0033497 wor FBgn0001983 -0.3245783 1.990984e-07
CR43461 FBgn0263415 Prp3 FBgn0036915 Cpr76Bc FBgn0036880 ReepA FBgn0261564 -0.3234561 1.774557e-39

Argk FBgn0000116 Hsp67Ba FBgn0001227 Non1 FBgn0028473 -0.3011168 6.807617e-118
feo FBgn0030241 skl FBgn0036786 CG32625 FBgn0052625 -0.2961126 6.650063e-24
shv FBgn0031256 CG10357 FBgn0035453 hdc FBgn0010113 -0.2956055 4.883361e-69
ImpL3 FBgn0001258 Argk FBgn0000116 Socs36E FBgn0041184 -0.2948298 6.697780e-13
CG13920 FBgn0025712 CG15293 FBgn0028526 unc-13 FBgn0025726 -0.2938660 1.525720e-23
Arc1 FBgn0033926 Eip75B FBgn0000568 emc FBgn0000575 -0.2920386 2.095632e-14
CG15646 FBgn0030665 crq FBgn0015924 lbk FBgn0034083 -0.2912957 9.074901e-20
MSBP FBgn0030703 CG9238 FBgn0036428 esg FBgn0001981 -0.2879201 5.455849e-09
CG15628 FBgn0031632 CG5854 FBgn0039130 CG15628 FBgn0031632 -0.2855210 8.424681e-28
CG6695 FBgn0039215 Syp FBgn0038826 tyn FBgn0284435 -0.2831987 3.042053e-28
vri FBgn0016076 Ntf-2r FBgn0032680 E(spl)mgamma-HLHFBgn0002735 -0.2598823 3.305106e-05
CG13023 FBgn0036677 Fas1 FBgn0262742 Ip259 FBgn0025366 -0.2584196 3.325877e-47
GstE1 FBgn0034335 Eglp4 FBgn0034885
CG43144 FBgn0262620 pncr002:3R FBgn0063127
lncRNA:CR33938 FBgn0063127 Eip93F FBgn0264490
Eip93F FBgn0264490 Ccp84Ab FBgn0004782

sog FBgn0003463
CG10026 FBgn0032785
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