	[bookmark: _GoBack]RhoGTPase:nucleotide
	WT RhoGDI
orthologue
	Apparent affinity
(M)
	Maximum velocities (sec-1)

	Cdc42:GDP
	X. laevis
	3.410.56
	0.510.02

	Cdc42:GDP
	B. taurus
	2.200.58
	0.410.03

	Cdc42G12V:GTPγS
	X. laevis
	4.951.07
	0.350.03

	Cdc42Q61L:GTP
	X. laevis
	14.392.50
	0.190.02

	Cdc42Q61L:GTP
	B. taurus
	2.230.17
	0.280.01

	Rho:GDP
	X. laevis
	5.770.87
	0.650.03

	Rho:GDP
	B. taurus
	2.680.30
	0.840.05

	RhoG14V:GTPγS
	X. laevis
	5.431.70
	0.360.05

	RhoQ63L:GTP
	X. laevis
	19.582.45
	0.330.02

	RhoQ63L:GTP
	B. taurus
	1.660.25
	0.320.03



	RhoGTPase:nucleotide
	QQ RhoGDI
orthologue
	Apparent affinity
(M)
	Maximum velocities (sec-1)

	Cdc42:GDP
	X. laevis
	5.701.31
	0.410.03

	Cdc42:GDP
	B. taurus
	1.990.43
	0.260.02

	Cdc42G12V:GTPγS
	X. laevis
	0.941.02
	0.020.01

	Cdc42Q61L:GTP
	X. laevis
	36.7658.69
	0.020.03

	Cdc42Q61L:GTP
	B. taurus
	3.840.54
	0.040.003

	Rho:GDP
	X. laevis
	15.502.63
	0.570.05

	Rho:GDP
	B. taurus
	0.890.07
	0.360.05

	RhoG14V:GTPγS
	X. laevis
	6.640.59
	0.230.01

	RhoQ63L:GTP
	X. laevis
	NM*
	NM*

	RhoQ63L:GTP
	B. taurus
	7.723.00
	0.160.05


*No meaningful fit was possible


