	Key Resources Table

	Reagent type (species) or resource
	Designation
	Source or reference
	Identifiers
	Additional information

	strain, strain background (Saccharomyces cerevisiae)
	WCG4-11/21a
	(Heinemeyer et al., 1991)
	ura3-5 leu2-3,112 his3-11,15 pre1-1 pre2-2
	

	strain, strain background (Saccharomyces cerevisiae)
	WCG4a
	(Heinemeyer et al., 1991)
	ura3-5 leu2-3,112 his3-11,15
	

	strain, strain background (Saccharomyces cerevisiae)
	UFD1
	(Ye et al., 2001)
	his4-519 ura3-52 ade1-100 leu2-3,112 UFD1
	

	strain, strain background (Saccharomyces cerevisiae)
	ufd1-1
	(Ye et al., 2001)
	his4-519 ura3-52 ade1-100 leu2-3,112 ufd1-1
	 

	strain, strain background (Saccharomyces cerevisiae)
	NPL4
	(Ye et al., 2001)
	ura3-52 leu2∆1 trp1∆63 NPL4
	

	strain, strain background (Saccharomyces cerevisiae)
	npl4-1
	(Ye et al., 2001)
	ura3-52 leu2∆1 trp1∆63 npl4-1
	

	strain, strain background (Saccharomyces cerevisiae)
	CDC48
	(Ye et al., 2001)
	ura3-52 leu2-3,112 ade2-1 trp-1 his3 CDC48
	

	strain, strain background (Saccharomyces cerevisiae)
	cdc48-3
	(Ye et al., 2001)
	ura3-52 leu2-3,112 ade2-1 trp-1 his3 cdc48-3
	

	strain, strain background (Saccharomyces cerevisiae)
	CIM
	(Ghislain et al., 1993)
	ura3-52 lys2-801 ade2-101 trp163 his3200 leu21 CIM
	

	strain, strain background (Saccharomyces cerevisiae)
	cim3-1
	(Ghislain et al., 1993)
	ura3-52 lys2-801 ade2-101 trp163 his3200 leu21 cim3-1
	

	strain, strain background (Saccharomyces cerevisiae)
	SSA1
	(Becker et al., 1996)
	his3-11,15 leu2-3, 112 ura3-52 trp1-∆1 lys2 SSA1 ssa2-1::LEU2 ssa3-1::TRP1 ssa4-2::LYS2
	

	strain, strain background (Saccharomyces cerevisiae)
	ssa1-45ts
	(Becker et al., 1996)
	his3-11,15 leu2-3, 112 ura3-52 trp1-∆1 lys2 ssa1-45ts ssa2-1::LEU2 ssa3-1::TRP1 ssa4-2::LYS2
	

	strain, strain background (Saccharomyces cerevisiae)
	uba1-204
	(Ghaboosi and Deshaies, 2007)
	can1-100 leu2-3,-112 his3-11,-15 trp1-1 ura3-1 ade2-1 uba1::KanMX [pRS313 CEN HIS3 uba1-204]
	

	strain, strain background (Saccharomyces cerevisiae)
	HSP82 HSC82 WT
	(Nathan and Lindquist, 1995)
	ade2-1, leu2-3, 112, his3-11, 15, trp1-1, ura3-1, can1-100
	

	strain, strain background (Saccharomyces cerevisiae)
	hsc82 hsp82-G313N
	(Nathan and Lindquist, 1995)
	ade2-1, leu2-3, 112, his3-11, 15, trp1-1, ura3-1, can1-100, hsc82::LEU2 hsp82::LEU2 [pTGPD CEN TRP1 HSP82]
	

	strain, strain background (Saccharomyces cerevisiae)
	SM5186
	(Metzger et al., 2008)
	his3 leu2 ura3 rad23::kanMX dsk2::kanMX
	 

	strain, strain background (Saccharomyces cerevisiae)
	SM5360
	(Metzger and Michaelis, 2009)
	his3 leu2 ura3 doa10::NatMX::HIS3 hrd1::KanMX
	 

	strain, strain background (Saccharomyces cerevisiae)
	SM5364
	(Metzger et al., 2008)
	his3 leu2 ura3 ubc6::HIS3 ubc7::NatMX
	 

	strain, strain background (Saccharomyces cerevisiae)
	SM5770
	(Heck et al., 2010)
	his3 leu2 ura3 met15 ubr1::KanMX san1::NatMX
	 

	strain, strain background (Saccharomyces cerevisiae)
	rsp5-1
	(Davierwala et al., 2005)
	his31 leu2 ura30 met150 rsp5-1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	rsp5-3
	(Davierwala et al., 2005)
	his31 leu2 ura30 met150 rsp5-1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	5X EMC WT 
	(Lahiri et al., 2014)
	his3 leu2 ura3 met15 
	

	strain, strain background (Saccharomyces cerevisiae)
	5x EMC (YSL9)
	(Lahiri et al., 2014)
	his3 leu2 ura3 met15 emc1::HIS5 emc2::hygMX4 emc3::HIS5 emc5::kanMX4 emc6::kanMX4
	

	strain, strain background (Saccharomyces cerevisiae)
	yMM36
	(Metzger et al., 2017)
	his3 leu2 ura3 met15 SAM35HA::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	yMM37
	This study
	his3 leu2 ura3 met15 sam35-2HAts::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	yMM40
	(Metzger et al., 2017)
	his3 leu2 ura3 met15 SEN2HA::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	yMM41
	(Metzger et al., 2017)
	his3 leu2 ura3 met15 sen2-1HAts::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	yMM149
	This study
	ura3-5 leu2-3,112 his3-11,15 ubr1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	yJS155
	This study
	his3 leu2 ura3 met15 ubx2::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	yJS208
	This study
	ura3-5 leu2-3,112 his3-11,15 doa1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	Ubx2-GFP
	Thermo-Fisher Scientific
	his3 leu2 ura3 met15 UBX2-GFP(S65T)::HIS3MX6
	

	strain, strain background (Saccharomyces cerevisiae)
	Ubx2-TAP
	GE Dharmacon
	his3 leu2 ura3 met15 UBX2-TAP::HIS3MX6
	

	strain, strain background (Saccharomyces cerevisiae)
	yTHC
	GE Dharmacon
	URA3::CMV-tTA MATa his3-1 leu2-0 met15-0
	

	strain, strain background (Saccharomyces cerevisiae)
	Sis1-DAmP
	GE Dharmacon
	URA3::CMV-tTA MATa his3-1 leu2-0 met15-0 tet-SIS1
	

	strain, strain background (Saccharomyces cerevisiae)
	BY4741
	GE Dharmacon
	his3 leu2 ura3 met15
	

	strain, strain background (Saccharomyces cerevisiae)
	afg3
	GE Dharmacon
	his3 leu2 ura3 met15 afg3::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	dsk2
	GE Dharmacon
	his3 leu2 ura3 met15 dsk2::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	hlj1
	GE Dharmacon
	his3 leu2 ura3 met15 hlj1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	hsp104
	GE Dharmacon
	his3 leu2 ura3 met15 hsp104::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	mdm10
	GE Dharmacon
	his3 leu2 ura3 met15 mdm10::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	mdm12
	GE Dharmacon
	his3 leu2 ura3 met15 mdm12::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	mdm30
	GE Dharmacon
	his3 leu2 ura3 met15 mdm30::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	mdm34
	GE Dharmacon
	his3 leu2 ura3 met15 mdm34::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	mmm1
	GE Dharmacon
	his3 leu2 ura3 met15 mmm1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	msp1
	GE Dharmacon
	his3 leu2 ura3 met15 msp10::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	oma1
	GE Dharmacon
	his3 leu2 ura3 met15 oma1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	pep4
	GE Dharmacon
	his3 leu2 ura3 met15 pep4::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	pim1
	GE Dharmacon
	his3 leu2 ura3 met15 pim1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	san1
	GE Dharmacon
	his3 leu2 ura3 met15 san1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	shp1
	GE Dharmacon
	his3 leu2 ura3 met15 shp1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	sse1
	GE Dharmacon
	his3 leu2 ura3 met15 sse1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	sti1
	GE Dharmacon
	his3 leu2 ura3 met15 sti1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	ubc4
	GE Dharmacon
	his3 leu2 ura3 met15 ubc4::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	ubx3
	GE Dharmacon
	his3 leu2 ura3 met15 ubx3::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	ubx4
	GE Dharmacon
	his3 leu2 ura3 met15 ubx4::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	ubx5
	GE Dharmacon
	his3 leu2 ura3 met15 ubx5::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	ubx6
	GE Dharmacon
	his3 leu2 ura3 met15 ubx6::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	ubx7
	GE Dharmacon
	his3 leu2 ura3 met15 ubx7::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	vms1
	GE Dharmacon
	his3 leu2 ura3 met15 vms1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	ydj1
	GE Dharmacon
	his3 leu2 ura3 met15 ydj1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	yme1
	GE Dharmacon
	his3 leu2 ura3 met15 yme1::KanMX
	

	strain, strain background (Saccharomyces cerevisiae)
	yta12
	GE Dharmacon
	his3 leu2 ura3 met15 yta12::KanMX
	

	recombinant DNA reagent
	pRS315
	(Sikorski and Hieter, 1989)
	CEN LEU2
	

	recombinant DNA reagent
	pRS316
	(Sikorski and Hieter, 1989)
	CEN URA
	

	recombinant DNA reagent
	pADH1-Fzo1pHA
	(Cohen et al., 2008)
	CEN URA3 pADH1-FZO1HA
	

	recombinant DNA reagent
	pMM157
	This study
	CEN LEU2 pSAM35-sam35-2HAts
	

	recombinant DNA reagent
	pMM158
	(Metzger et al., 2017)
	CEN LEU2 pSAM35-SAM35HA
	

	recombinant DNA reagent
	pMM159
	(Metzger et al., 2017)
	CEN LEU2 pSEN2-SEN2HA
	

	recombinant DNA reagent
	pMM160
	This study
	CEN LEU2 pSEN2-sen2-1HAts
	

	recombinant DNA reagent
	pMM190
	(Metzger et al., 2017)
	CEN LEU2 pFZO1-FZO1HA
	

	recombinant DNA reagent
	pMM231
	This study
	CEN URA3 pSAM35-sam35-2HAts
	

	recombinant DNA reagent
	pMM234
	This study
	CEN URA3 pSEN2-sen2-1HAts
	

	recombinant DNA reagent
	pMM242
	This study
	CEN LEU2 pUBX2-UBX2-FLAG
	

	recombinant DNA reagent
	pMM254
	This study
	2 URA2 pDoa1-DOA1-FLAG
	

	recombinant DNA reagent
	pMD1
	This study
	CEN LEU2 pSAM35-sam35-2GFPts
	

	recombinant DNA reagent
	pMD4
	This study
	CEN LEU2 pSEN2-sen2-1GFPts
	

	recombinant DNA reagent
	pMD12
	(Metzger et al., 2017)
	CEN URA3 pTPI-mtERFP
	

	recombinant DNA reagent
	pSM1959
	(Metzger et al., 2008)
	2 LEU2 SEC63-RFP
	

	recombinant DNA reagent
	pSM3666
	Susan Michaelis
	2 HIS3 pCUP1-mycUbiquitin
	

	antibody
	anti-Sam35 (rabbit polyclonal)
	Chan and Lithgow, 2008
	
	WB:1:1000

	antibody
	anti-Sis1 (rabbit polyclonal)
	Yan and Craig, 1999
	
	WB:1:1000

	antibody
	anti-Cue1 (rabbit polyclonal)
	Kostova et al., 2009
	
	WB: 1:1000

	antibody
	anti-ubiquitin (rabbit polyclonal)
	Kostova et al., 2009
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	WB: 0.25ug/ml

	antibody
	anti-MTCO1 (mouse monoclonal)
	Abcam
	(Abcam Cat# ab110270, RRID:AB_10863346)
	WB: 3ug/ml

	antibody
	anti-Prc1 (rabbit polyclonal)
	Abcam
	(Abcam Cat# ab34636, RRID:AB_725928)
	WB: 1ug/ml

	antibody
	anti-GFP (mouse monoclonal)
	Santa Cruz Biotechnology
	(Santa Cruz Biotechnology Cat# sc-9996, RRID:AB_627695)
	WB: 1:400

	antibody
	anti-phosphoglycerate kinase 1 (mouse monoclonal)
	Thermo Fisher Scientific
	(Thermo Fisher Scientific Cat# 459250, RRID:AB_2532235)
	WB: 0.1ug/ml

	antibody
	peroxidase-conjugated anti-HA (rat monoclonal)
	Roche
	3F10
(Roche Cat# 12013819001, RRID:AB_390917)
	WB: 1:1000

	antibody
	anti-FLAG (mouse monoclonal)
	Sigma-Aldrich
	M2
(Sigma-Aldrich Cat# F1804, RRID:AB_262044)
	WB: 1:1000

	antibody
	anti-FLAG (rabbit polyclonal)
	Sigma-Aldrich
	(Sigma-Aldrich Cat# F7425, RRID:AB_439687)
	WB: 1:500

	antibody
	anti-c-myc (rabbit polyclonal)
	Abcam
	Abcam Cat# ab9106, RRID:AB_307014)
	WB: 1:2000

	Sequence-based reagent
	oMM84
	This paper
	PCR primers
	GGTCCAGTTTGCACAAGACA
CCCTGAAGAACTTCGTTCAGC
GGATCCCCGGGTTAATTAA

	Sequence-based reagent
	oMM85
	This paper
	PCR primers
	ACTTCATCTATATCGTT
TACATACTACAGCTTGAA
AGTGAGAATTCGAGCTC
GTTTAAAC

	Sequence-based reagent
	oMM236
	This paper
	PCR primers
	GGGTAAGTGTAGAAAAGTG

	Sequence-based reagent
	oMM237
	This paper
	PCR primers
	GCCCATGATACTTGGCTAAGG

	Sequence-based reagent
	oJS18
	This paper
	PCR primers
	ACTAAATCAACGCCGCCT


	Sequence-based reagent
	oJS20
	This paper
	PCR primers
	ATCACGCACGAAGAGGTT

	Sequence-based reagent
	oMM257
	This paper
	PCR primers
	TCATGTGTGATAGTAAG
GTGTAGAGCAGCAGAT
TTGGAGTCGGATCCC
CGGGTTAATTAA 

	Sequence-based reagent
	oMM258
	This paper
	PCR primers
	ATCTAGACATTATGTGTT
TTATATGATTGCTGTAA
AAGTAGAATTCGAGCTC
GTTTAAAC

	Sequence-based reagent
	oMM128
	This paper
	PCR primers
	GAGTCTCTCGAGAAGGGAA
TGGGTCACTTGTT 

	Sequence-based reagent
	oMM129
	This paper
	PCR primers
	CCAGTATCTAGACTATATTAC
CCTGTTATCCC

	Sequence-based reagent
	oMM130
	This paper
	PCR primers
	GAGTCTCTCGAGAGACT
TAGTTGAACGAGTTT

	Sequence-based reagent
	oJS19
	This paper
	PCR primers
	GAAGTGGCGCGCCTCACTGAT
GATTCGCGT

	Sequence-based reagent
	oMM240
	This paper
	PCR primers
	GATCCTTGATTATAAAGATG
ACGATGACAAGGATTATAAA
GATGACGATGACAAGGATTA
TAAAGATGACGATGACAAGT
AAGG

	Sequence-based reagent
	oMM241
	This paper
	PCR primers
	CGCGCCTTACTTGTCATCGT
CATCTTTATAATCCTTGTCAT
CGTCATCTTTATAATCCTTGT
CATCGTCATCTTTATAATCAA
G

	Sequence-based reagent
	oMM267
	This paper
	PCR primers
	TAGCCTCGAGGCCAAGTGAAT
AACAGCATC

	Sequence-based reagent
	oMM268
	This paper
	PCR primers
	TAGCGGCGCGCCTTACTTGT
CATCGTCATCTTTATAATCCT
TGTCATCGTCATCTTTATAAT
CCTTGTCATCGTCATCTTTAT
AATCGGAGAGATCGTCGAAA
ATATC

	Sequence-based reagent
	oMM19
	This paper
	PCR primers
	CCCATATAAATCAGCATC
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