Figure 6-figure supplement 4
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Figure 6-figure supplement 4. Previously reported factors are not related with the nature of SIP-
positive tumors. Expression levels of immune suppression-associated genes were examined by
quantitative PCR (gqPCR) in different tumor cell lines. Tumor names in red and blue are responsive and
unresponsive, respectively. (A) Expression of CD39 (left) and CD73 (right) were quantified. (B)
Expression of Cox2 (left) and mPGES1 (right) were quantified. (C) Expression of IDO1 was quantified.
Data represent the means £+ SEM of 3 wells assuming the expression in MC38 = 1 in gRT-PCR analysis.
Data are representative of 3 independent experiments. Murine g-actin was taken as internal control during
gRT-PCR analysis.



