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ANIMALS_38_NP_003842.1Homo_sapiens
40_BAC39549.1Mus_musculus - - == - M ATI TG SPLCV SGT RHPE HNW YFG EYF bPas
34_XP_001089325.1Macaca_mulata RVARFV ATI SG SPLCA SGT RHPE HNW YFG EYY DPQas
Pantholops_hodgsonii_XP_005968498 P|AFLL VTL SG SPLCA SGT RHPE HNW YFG EYXY DPas
33_XP_004002781.10vis_aries LVARFV ATl SG SPLCA SGT RHPE HNW YFG EYY bPas
26_XP_006887510.1Elephantulus_edwardii RVARFV GTI KG SPLCA SGT RHPE HNW YYG EYF bPas
28_XP_001371484.1Monodelphis_domestica RVARFI ATE TG SPLCA SGT RHPE HNW YFG EYY DrPas
35_XP_027724157.1Vombatus_ursinus RVARFV ATV SG SPLCA SGT RHPE HNW FFG EXF DPQs
23_XP_018101326.1Xenopus_laevis RVARYV ATI SG SPLCA SGS RHPE HSW YFG EYY bPas
29_XP_002936276.1Xenopus_tropicalis RVARYV ATL SG SPLCA SGS RHPE HNW YFG EYY DPQas
18_XP_018930253.1Cyprinus_carpio RMARFV ATl TG SPLCA SGS RHPE HNW YFG EYY DPQs
24_XP_026111501.1Carassius_auratus RMARFV ATl TG SPLCA SGS RHPE HNW YFG E¥YY bPas
25_XP_007254909.1Astyanax_mexicanus RMARFV ATl TG SPLCA SGS RHPE HSW YFG DYY DPQas
27_NP_001307134.1Danio_reric  RMARFV ATl SG SPLCA SGS RHPQ HGW YFG EYY DPQs
36_XP_021448743.10ncorhynchus_mykiss RMARFV ATI| TG DPLCA SGS RHPE HNW YFG DYF bPaD
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= I 37_NP_001133995.1Salmo_salar RMARFV ATl TG DPLCA SGS RHPE HNW YFG DYF DPabD
anlma s Daphnia_44590 KMARY| ATl KG DPLCA TGK RHPE HGW YFG EYXF DPED
Brafl1_121685 - -|= = - - --- TG DPRCA SGK RHPI HQF FFG DYF DPED

Brafl1_123091 ATARFV ATI TG DPRCA SGK RHPI HQF FFG DYF DPED
14_XP_003727825.1Strongylocentrotus_purpuratus RRARYM ATF SG NPLCA FGK RHPL HNF FYG DYY DPEN
Mus_NP_733485 GTARSL ATV TG DPRCA TGR RHPG ¥YEW WYG EYF DPED
42_NP_722578.1Homo_sapiens ATARSL ATV TG DPRCV TGQ RHPG ¥YEW WYG EYF DPED
Pantholops_hodgsonii_XP_005983924 QGTERL QTL TG DPRCA TGR RHPV YEW WYG EYF DPED
43_XP_004007382.30vis_aries GIARFL ATV TG DPRCA TGR RHPV ¥YEW WYG EYF DPED
44_XP_001369928.1Monodelphis_domestica QTARFL ATL TG DLRCA TGQ RHPV ¥EW WHG EYF BLED
45_XP_027729993.1Vombatus_ursinus RTARFL ATV TG DLRCA TGQ RHPV ¥YEW WHG EYF DLED
Xenopus_452147 RSARVL ATV TG DPQTA TGQ RHPV AGW CYG DYY EEDD
42_XP_006261483.1Alligator_mississippiensis RTARFL ATQ TG NPRCA TGQ RHPV YEW WYG EYF EPDN
30_NP_001133330.1Salmo_salar RTARYM ATl TG DPRCA TGK RHPV HNW WVG DYF DPED
32_XP_021434464.10ncorhynchus_mykiss RTARYM ATI| TG DPRCA TGK RHPV HNW WVG DYF DPED
31_NP_001007306.1Danio_rerio RVARYM STL TG DPRCA TGK RHPV HQW WFG EYF DPED

- Acropora_digitifera_XP_015755840 KTARY | Sl I TG EPLCS NGR RHPV HRW I[YG DYL DPEE
CH_CRY_PEL_HAP_DINO_Bigellowiela_54718 ATARWM GT| KG NPPCA SGV VHPS HEF AYG DYF DPEN
Emiliania_65556 GFARWM STT DG NPPCA SGS KHPS HAF AYG EYL DPEN
Prymnesium-parwum-Texomal_CAMPEP_0191255840 KTARWM TTI| DG NPPCA SGE RHPS HNF EYG DYF DPEN
Chrysochromulina-polylepis-CCMP1757_CAMPEP_0193789570 VTARWM STl -G NPPCA SGT RHPS HDF AYG DYF DPEN

Aureococcus_17739 - - - - - - -=- -- NPPCA TGA RHPY HDF AYG EYF DPEN

Crypthecodinium -cohnii-Seligo_ CAMPEP_0193853240 ATARWM STT DG NPPCA SGK RHPS HNF FYG DYF DPEN
Scrippsiella-trochoidea-CCMP3099_CAMPEP_0192103548 ATARWM STT NG NPPCA SGT RHPS HHF MYG EYF DPEN
Ceratium-fusus-PA161109_CAMPEP_0199544154 ETARWM ST| SG NPPCA SGN RHPS HDF FYG D¥YM DPEN
Prorocentrum-minimum-CCMP2233_CAMPEP_0191101066 ETARWI STT GG NPPCA SGT RHPS HDF FYG Q¥F DPEN
Karlodinium-micrum-CCMP2283_CAMPEP_0200793454 ATARWM STT SG NPPCA SGT RHPS HDF FYG EYXF DPEN

mp- [ TF.CREG1 [ DPES)

. —>Phatr3_J10972 ALARWM TTIl TG NPVCA TGT RHPQ HHW YFG AYY DPEN

dlatoms Fragilariopsis_cylindrus_OEU09966 ETARWM SS| TG NPVCA TGK RHPS HGW YFG EYXF DPEN
Fragilariopsis_cylindrus_OEU08363 ATARWM STL TG APPCA VGN RHPA HAW FYG QYY DPEA

Proboscia-alata-PI_D3_CAMPEP_0200160858 ETARWM ST| TG NPPCA TGK RHPS HSF [1YG EYF DPEN
DINOFLAGELLATE_Amphidinium-carterae-CCMP1314_CAMPEP_0186476088 ETARWM ST| SG DPPCA TGK RHPN HEF FYG DYF DPED
HA_CRY_DIATOM_DINO_CHOANO_Pelagomonas-calceolata-CCMP1756_CAMPEP_0199691632 AYARWM ST| TG NPPCA TGD THPT HGF --- --- DPEN
Aureococcus_37184 AFARYM STI TG NPPCS TGE KHPA HAF MYG DYY DPEN

Aureoumbra-lagunensis-CCMP1510_CAMPEP_0186721802 SYARWM STL HG NPPCA SGV KHPS HHF MYG QYY DPEN
Pteridlomonas-danica-PT_CAMPEP_0193832764 GTARWL ST| SG SPVCA SGQ RHPQ HSW I1YG QYY DPES
Pleurochrysis-carterae-CCMP645_CAMPEP_0190804428 L TARWM STS NG DPRCA SGE RHPQ HGF YFG DYY DPED
46_XP_001747486.1Monosiga_brevicolis GVARWL ATT TG DPRCA VGT RHPE HDF MFG QYY DAED

Ochromonas-sp-CCMP1393_CAMPEP_0190296468 ETARWL STT TG DPRCA SGR RHPQ HSW 1YG DYY DPED
Karenia-brevis-Wilson_CAMPEP_0189370954 GTARWI TTT GG DPRCI SGT QHPA HGW KFG DYF DPED
Azadinium-spinosum-3D9_CAMPEP_0186827552 GTARWI ATS DG DPRCV SGT QHPA HSW AFG DYF DPED
Chattonella-subsalsa-CCMP2191_CAMPEP_0187152708 EAARWI STT SG DPRCA IGH RHPQ HGW FFG DYF DPED
Karenia-brevis-Wilson_CAMPEP_0189389410 HMARWI TTR LG DPRCA SGV RHPQ HHF FYG TFL DPED

Chrvsochromulina-polVienis-CCMP1757 CAMPEP 0193741344 ETARWVY TT|l TG DPRCA SGK RHPQ HGF FYG AFL DPED

Emiliania_470923 ETARWM TTL SG DPRCT SGR RHPQ HGF FYG EYY DPED

Rhodomonas-sp-CCMP768_CAMPEP_0191553942 QTARWM TTA TG DPRCA SGS KHPQ HHF FYG LYY DPED
Proboscia-alata-PI_D3_CAMPEP_0200139944 EEARWL SWL DG DPRCA SGK SHPA HGF NFG DYY DPED

Acanthoeca_like-sp-10tr_CAMPEP_0199720058 CTARWM ATT TG DPRCG SGK RHPV HNF FFG DYF DPED

Bigellowiela_53256 ATARWV ATT TG DPRCA SGK RHPP HNW FFG DYY DPED

% Lotharella-globosa-CCCM811_CAMPEP_0190165196 ATGRWV STT TG DPRCA SGE RHPP HNW IFG DYY DPED

DINOFLAGELLATES_Alexandrium -tem arense-CCMP1771_CAMPEP_0186346914 SFARWL STH TG NPPCG SGR RHPE HHF FYG DY¥YM TAEN

. Scrippsiella-trochoidea-CCMP3099_CAMPEP_0192090630 SYARWL STH TG NPPCG SGQ RHPE HHF FYG DYL iA EN
d i nOﬂagel |ates Peridinium-aciculiferum-PAER_2_CAMPEP_0190651180 SYARWL STH TG NPPEG SGR RHPE HKF FYG EYL TAEN
Lingulodinium -polyedra-CCMP1738_CAMPEP_0190130486 KVARWL ATT TG DPPCA AGK RHPE HTF FYG EYL TAED

Ceratium-fusus-PA161109_CAMPEP_0199533546 -MARWL STT TG DPPCG AGK RHPQ HNF MYG EYF TAED
EUGLENOPHYTE_Eutreptiella-gymnastica_like-CCMP1594_CAMPEP_0200423160 RFARWL AAQ TG DPNCA TGD RHPA HKW FYG DYW DPED

ANIMAL_Capcal1_152010 QMARYL AAV TG EPLCA FGK RHPA HGW FYG DYY DPEE

[~ HETEROTROPHIC_HETEROKONTS_Phytophthora_141895 QHARQL ST TG DPTEW TGN KHPQ HGF FYG ENY DVED
58_XP_002898601.1Phytophthora_infestans QHARQL STI TG DPTCW TGK KHPQ HGF FYG EYY DVED
56_XP_008900952.1Phytophthora_parasitca QHARQL STl TG DPTCW TGK KHPQ HGF FYG EYY DVED
heterotro hic 59_CCD28267.Plasmopara_viticola LHARTL STI1 TG DPTCW TGK KHPQ HNF SYG EYY DVED
p 57_GAY06784.1Pythium_insidiosum VHAREL ATR TG DPTCM VGR RHPQ HGF YYG EYY DVED

60_XP_002896079.1Phytophthora_infestans KHARML ATT TG DPTEW TGR KHPQ HDF FYG DYY DAED
heterokonts 61_ETI53266.1Phytophthora_parasitica KHARML ATT TG DPTEW TGR KHPQ HDF FYG DYY | DAED
55_XP_009528543.1Phytophthora_sojae  KHARML ATT TG DPTEW TGR KHPQ HGF FYG DYY DPED
62_OQR82299.1Achlya_hypogyna RVARWI ATT TG DPTEW SGN KHPQ HSF FYG A¥YY bPaD
63_XP_012209989.1Saprolegnia_parasitca RIARWI ATT TG DPTCW SGT KHPQ HDF FYG TYY DPaD
CHLOROPHYTES_Pterosperma_CAMPEP_0197852200 KMARWL ATT TG SPLCA SGD THPA HDF MFG DYL DPEs
Chlorella_281865 KMARWL STV TG DPACA VGR RHPA HQF WYG ENY DPED

Dunaliella_CAMPEP_0202349486 QMARWM STA SP DPACA LGS RHPA HHF WYG D¥Y DPED
Chlorophytes Pyramimonas_CAMPEP_0191463466 RFARWL STT TG DPNES SGT RHPS Hew HYG EYF DAED
Crustomastix CAMPEP_0183812746 - -|= = - - --- TG DPNCA SGa RHPE HGW EYG E¥F PAED

Dolichomastix, CAMPEP_0170139300 RVARWL STT TG DPPCA TGK RFPD HEF FYG DYF YAED
Pycnococcus_CAMPEP_0205957742 RRARWL GTT TG DPTEA TGP RHPA HHF MYG E¥Yw CAED

[~ PLANTS_7_PPS00070.1Gossypium_barbadense AYARWL TTL TG SPVEA TGR KHPE HDF WFG Q¥L DPEs
9_XP_022740311.1Durio_zibethinus AYARWL NTI1 TG SPVEA TGR KHPE HDF WFG Q¥L DPES
8_XP_022751888.1Durio_zibethinus GYARWL NT1 SG SPVEA TGK KHPE HNF WFG Q¥L DPES
11_XP_007031353 2Theobroma_cacao AYARWL NTL TG SPVEA TGS KHPE HNF WFG Q¥L DPES
20_XP_015063292.1Solanum_pennelli LFARWL NTI RG NPSCA VGK KHPE HDF WFG QYL DPEN
21_XP_006338517.1Solanum_tuberosum LFARWL NT| RG NPSCA VGK KHPE HDF WFG QYL DPEN
Iants 17_XP_009793787.1Nicotiana_sylvestis LFARWL NTI RG NBSCA 1GK KHPE HNF WFG Q¥L DPEN
p 15_XP_009615033.1Nicotiana_tomentosiformis LFARWL NTI1 RG NPSCA 1GK KHPE HNF WFG Q¥L DPEN
Populus_177625 ASARWL NTI| SG NPSCA TGK KHPE HNF WFG Q¥L DPEN

10_XP_002517410 2Ricinus_communis ATARWL NT| SG NPTEA TGK RHQE HNF WFG EYF DPEN
13_XP_018478583.1Raphanus_satius ASARWL STL KG DPTES TGK KHPE HEF WYG EYL DPMD
19_VDD12421.1Brassica_rapa ASARWL STL KG DPTES TGK KHPE HEF wYyG E¥YL DPMD
5_OAE27149.1Marchantia_polymorpha AMARWL STL TG DPTCA SGK KHPE HDW FYG DYY DVED

— 12_XP_024380128.1Physcomitrella_patens ATARWL STI GG NPTECA SGK KHPE HKW NYG EYY DPEN
HAPTOPHYTE_Paviova-sp-CCMP459_CAMPEP_0190508168 GTARWL STS TG DPRES HGR VHPA HGF DYG aQ¥Vv DPED
SLIME_MOLD_Thraustochytrium-sp-LLF1b_CAMPEP_0193130544 EAARFV ATG TG DPTCW TGP KHPE HGF FYG EYF DAMD
FUNGI_47_XP_020065698.1Suhomyces_tanzawaensis[fungil TVARTL NTI| DG PAGSP SGR RHPD HSS GFG L¥H EQSP
48_XP_015466004.1Debaryomyces_fabryi RVARTL NTL NG PAGSP MGK RHPD HKS GFG |I¥H KHSP

. 49_XP_001383610.2Scheffersomyces_stipiis SVARTL NTI SG PAGSP SGR RHPD HSS GFG LY¥H AAsP

fu ngi 50_ ORX95428.1Basidiobolus_meristosporus - - (== - - IT- NG PMPHA MGE KHPE HDF GFG V¥H | Sasp
52_RCI02963.1Rhizopus_stolonifer HLTRRI LTL TG PVMQQP FGH THPE HDF GFG LY¥R RSTP
51_ORX88516.1Basidiobolus_meristosporus - - |- - - M IT- SG PMPHA MGE KHPE PDF GFG |Y¥H RQsP

BACTERIA_Pleomorphomonas_WP_100080278 DMARRI|I GTL DG PLTGA VGR RHPE GDF GFG AFV GDDP
Pleomorphomonas_WP_101290810 DMTRRI| GTL DG PLTGA IGR RHPE ADF GFG AFA DEDP

- Sinobacteraceae_WP_123212147 PLARAL STl QG AQAAG LGD RYPQ HDF GFG FAG GDDA
bacter'a Sinobacteraceae_TAJ53459 | HARAL STl QG AQAAG LGD RYPQ HDF GFG FAG GEDA
Betaproteobacteria_ PKO45672 - -ARLF STH AC LQANA LGE YLPQ HDF GFG LAS DGDL

Alteromonas_WP_015067981 FQAKQL GTH AG SQANG MGS LFPQ HDF GFG DWH EDDsS

Alteromonas_WP_071815886 FQAKQL GTH AG SQANG MGS LFPQ HDF GFG DWH EDDS

Consensus RTARWL STI TG DPRCA SGK RHPE HNF FYG DPED
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