
	Sample
	IMPDH2 + ATP (2 mM), NAD+ (2 mM)

	Data collection and processing
	# of micrographs
	2289
	
	

	
	Nominal magnification
	130,000
	
	

	
	Voltage (kV)
	300
	
	

	
	Electron fluence (e-/Å2) 
	100
	
	

	
	Defocus range (μM)
	0.5 – 7.0
	
	

	
	Pixel size (Å)
	1.062
	
	

	
	
	
	
	

	
	Cryo-EM Reconstruction
	Filament 
assembly interface
	Fully extended filament segment
	Fully compressed filament segment

	
	EMDB ID
	EMD-20718
	EMD-20716
	EMD-20709

	
	Number of particles
	57979
	13266
	3394

	
	Symmetry imposed
	D4
	D4
	D4

	
	Map resolution (Å)
	4.1
	4.5
	4.5

	
	       FSC threshold
	0.143
	0.143
	0.143

	
	Map Resolution range (Å)
	3.8 – 7.8
	4.3 – 7.0
	4.2 – 7.3
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