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	Plasmids/DNA
	Description
	Source

	pET21b::Caulobacter ParB-His6
	Overexpression of C-terminally His6-tagged Caulobacter ParB, carbenicillinR

>Caulobacter ParB-His6
MSEGRRGLGRGLSALLGEVDAAPAQ35APGEQLGGSREAPIEILQRNPDQ
PRRTFREEDLEDLSNSIREKGVLQPILVRPSPDTAGEYQIVAGERR104WRA
AQRAGLKTVPIMVRELDDLAVLEIGIIENVQRADLNVLEEALSYKVLMEKF
ERTQENIAQTIGKSRSHVANTMRLLALPDEVQSYLVSGELTAGHARAIAA
AADPVALAKQIIEGGLSVRETEALARKAPNLSAGKSKGGRPPRVKDTDT
QALESDLSSVLGLDVSIDHRGSTGTLTITYATLEQLDDLC297NRLTRGIKLAA
ALEHHHHHH* (numbering according to 1)


	Gift from C. Jacob-Wagner 2

	pET21b::Caulobacter ParB-His6 (C297S)
	Overexpression of C-terminally His6-tagged Caulobacter ParB (C297S), carbenicillinR
	This study

	pET21b::Caulobacter ParB-His6 (Q35C C297S)
	Overexpression of C-terminally His6-tagged Caulobacter ParB (Q35C C297S), carbenicillinR
	This study

	pET21b::TetR-His6
	Overexpression of C-terminally His6-tagged TetR (class B, from Tn10), carbenicillinR

>TetR (class B, from Tn10)-His6
MSRLDKSKVINSALELLNEVGIEGLTTRKLAQKLGVEQPTLYWHVKNKRALL
DALAIEMLDRHHTHFCPLEGESWQDFLRNNAKSFRCALLSHRDGAKVHL
GTRPTEKQYETLENQLAFLCQQGFSLENALYALSAVGHFTLGCVLEDQEH
QVAKEERETPTTDSMPPLLRQAIELFDHQGAEPAFLFGLELIICGLEKQLKC
ESGSKLAAALEHHHHHH*


	This study

	 pUC19::260bp-parS 
	pUC19 plasmid with 260-bp insert that contains parS sites, carbenicillinR

>260-bp_natural_Caulobacter_parS_fragment_cloned_into_pUC19
caagacgctcgcctcaatgcgaacgcccccgggttcgagcgggggcg
ctggactcgatctatacgccaatcaggcgagcgggtcgatgtgactcatc
ggcgtttcacgtgaaacacccccaccgcagctgtgagcggcctgtggac
aatattggggatgttccacgtgaaacatcacttgccgatacagaaggtcg
aaaagacccgtccaagaacgtcctcaggatcgatacggccggagatg
cgctccagggcccgggc

	This study

	pUC19::260bp-scrambled parS
	pUC19 plasmid with 260-bp insert that contains scrambled parS sites, carbenicillinR

>260-bp_scrambled_Caulobacter_parS_fragment_cloned_into_pUC19
caagacgctcgcctcaatgcgaacgcccccgggttcgagcgggggcg
ctggactcgatctatacgccaatcaggcgagcgggtcgatgtgactcatc
ggacagctcgagattcatcccccaccgcagctgtgagcggcctgtggac
aatattggggaatcgagtatacgctactcacttgccgatacagaaggtcg
aaaagacccgtccaagaacgtcctcaggatcgatacggccggagatg
cgctccagggcccgggc

	This study

	pET-His-MBP-TEV-DEST::Sinorhizobium meliloti ParB
	For the purification of Sinorhizobium meliloti His6-MBP-ParB
	3

	pET-His-MBP-TEV-DEST::Rhodobacter sphaeroides ParB
	For the purification of Rhodobacter sphaeroides His6-MBP-ParB
	This study

	pET-His-MBP-TEV-DEST::Thermus thermophilus ParB
	For the purification of Thermus thermophilus His6-MBP-ParB
	3


	pET-His-MBP-TEV-DEST::Dechloromonas aromatica ParB
	For the purification of Dechloromonas aromatica His6-MBP-ParB
	This study

	pET-His-MBP-TEV-DEST::Psychrobacter spp. ParB
	For the purification of Psychrobacter spp. His6-MBP-ParB
	This study

	pET-His-MBP-TEV-DEST::Staphylococcus aureus ParB
	For the purification of Staphylococcus aureus His6-MBP-ParB
	3

	pET-His-MBP-TEV-DEST::Zymomonas mobilis ParB
	For the purification of Zymomonas mobilis His6-MBP-ParB
	This study

	pET-His-MBP-TEV-DEST::Xanthomonas campestris ParB
	For the purification of Xanthomonas campestris His6-MBP-ParB
	3

	169bp_parS
	cgccagggttttcccagtcacgacgttgtaaaacgacggccagtgaattcgagctcggtac
ccgcaggaggacgtagggtagggggatgtttcacgtgaaacaggggatcctctagagtc
gacctgcaggcatgcaagcttggcgtaatcatggtcatagctgtttcct
	This study

	169bp_scrambled_parS
	cgccagggttttcccagtcacgacgttgtaaaacgacggccagtgaattcgagctcggtacc
cgcaggaggacgtagggtagggggaaattacactgagtttaggggatcctctagagtcga
cctgcaggcatgcaagcttggcgtaatcatggtcatagctgtttcct
	This study

	170bp_parS
	cgccagggttttcccagtcacgacgttgtaaaacgacggccagaattcgcaacgtg
tgtttcacgtgaaacagccttgaactgataacgactctatcattgatagagtgttctct
ccacgggatccccaggcatgcaagcttggcgtaatcatggtcatagctgtttcct
	This study

	 around_pUC19_F

	tcactcatggttatggcagcactgcataattc
	This study

	 around_pUC19_F
	taacactgcggccaacttacttctgacaacg
	This study

	20bp_parS_BLI_probeF
	[Biotin]GGGAtgTTTCACGTGAAAca
	This study

	20bp_parS_BLI_probeR
	tgTTTCACGTGAAAcaTCCC
	This study

	28bp_tetO_BLI_probeF
	[Biotin]ggggactctatcattgatagagtatgc
	This study

	28bp_tetO_BLI_probeR
	gcatactctatcaatgatagagtcccc
	This study

	20bp_NBS_BLI_probeF
	[Biotin]GGGAtaTTTCCCGGGAAAta
	This study

	20bp_NBS_BLI_probeR
	taTTTCCCGGGAAAtaTCCC
	This study



Keys: 
M13F (-47): cgccagggttttcccagtcacgac 	M13R: aggaaacagctatgaccat
parS: tgtttcacgtgaaaca 	scrambled parS: aattacactgagttta
tetO: actctatcattgatagagt 	BamHI RS: ggatcc 	EcoRI RS: gaattc 	
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