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Figure 6-source data 1. Abundance of annexin proteins (quantified as total spectral counts by mass spectrometry analysis) detected in experiment eluates collected from magnetic beads covalently linked to peptides with modified pL2 sequence, and in control eluates collected from beads linked to peptide with scrambled modified pL2 sequence. The spectral count entry is black when the count ratio (experiment count/control count) is ≥ 1.2; grey when 1.2 > count ratio ≥ 1.0; and grey italics when count ratio < 1.0. lfsr is the local false sign rate (see Statistical analysis of mass spectrometry output in the Materials and Methods section). The lfsr ≤ 0.2 (corresponds to a global false discovery rate ≤ 5%) are bolded.
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