
Figure 1-figure supplement 1
A

C
ol

on
-T

ra
ns

ve
rs

e

Sm
al

l I
nt

es
tin

e

O
th

er
 ti

ss
ue

s

St
om

ac
h

Es
op

ha
gu

s

0

50

100

150

200

TP
M

B C Gene Median TPM (N=406) in 
Colon Transverse in 
GTEX Portal

FORCP 31.3

MALAT1 219.7

NORAD 95.03

D Cell line FPKM for FORCP 
(LINC00675)

HCT116 0.054

RKO 0.01

SW48 0.01

MALAT1

NORAD

FORCP

C
O

:C
O

LO
20

5
C

O
:H

T2
9

C
O

:K
M

12
LE

:R
PM

I-8
22

6
PR

:D
U

-1
45

C
O

:H
C

C
-2

99
8

M
E:

M
14

M
E:

M
D

A-
N

BR
:H

S 
57

8T
R

E:
AC

H
N

PR
:P

C
-3

LE
:M

O
LT

-4
M

E:
SK

-M
EL

-5
C

N
S:

SN
B-

19
R

E:
A4

98
LC

:N
C

I-H
46

0
LC

:N
C

I-H
22

6
C

N
S:

SN
B-

75
O

V:
O

VC
AR

-5
LC

:N
C

I-H
52

2
C

O
:H

C
T-

11
6

M
E:

SK
-M

EL
-2

R
E:

U
O

-3
1

R
E:

TK
-1

0
R

E:
SN

12
C

R
E:

R
XF

 3
93

R
E:

C
AK

I-1
R

E:
78

6-
0

O
V:

SK
-O

V-
3

O
V:

O
VC

AR
-8

O
V:

O
VC

AR
-4

O
V:

O
VC

AR
-3

O
V:

N
C

I/A
D

R
-R

ES
O

V:
IG

R
O

V1
M

E:
U

AC
C

-6
2

M
E:

U
AC

C
-2

57
M

E:
SK

-M
EL

-2
8

M
E:

M
D

A-
M

B-
43

5
M

E:
M

AL
M

E-
3M

M
E:

LO
X 

IM
VI

LE
:S

R
LE

:K
56

2
LE

:H
L6

0
LE

:C
C

R
F-

C
EM

LC
:N

C
I-H

32
2M

LC
:N

C
I-H

23

LC
:H

O
P-

62
LC

:E
KV

X

LC
:H

O
P-

92

LC
:A

54
9

C
O

:S
W

62
0

C
O

:H
C

T1
5

C
N

S:
U

25
1

C
N

S:
SF

-5
39

C
N

S:
SF

-2
95

C
N

S:
SF

-2
68

BR
:T

47
D

BR
:M

D
A-

M
B-

23
1

BR
:M

C
F7

BR
:B

T5
49

8               6             4              2            0   

NCI-60 panel

Figure 1-figure supplement 1.
(A) Snapshot of UCSC genome browser shows that FORCP (LINC00675) locus overlaps with the TMEM220-AS1
intron transcribed from the opposite strand. (B) FORCP expression in RNA-seq across normal human tissues (data
from GTExPortal). TPM refers to transcripts per kilobase million. (C) Expression of FORCP, MALAT1 and NORAD in
RNA-seq from normal human tissues (data from GTEX Portal). (D) Expression of FORCP in poorly differentiated CRC
lines HCT116, RKO and SW48 is shown. See Supplementary file 2 for more details. FPKM refers to fragments per
kilobase of exon model per million reads mapped. (E) Heat map showing the expression pattern of FORCP and the
abundant lncRNAs MALAT1 and NORAD in the NCI-60 panel of cell lines. See Supplementary file 1 for more details.
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