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Figure 2-figure supplement 1.
(A) gRT-PCR analysis was performed for FORCP, GAPDH (positive control for cytoplasmic RNA) and MALAT1
(positive control for nuclear RNA) from nuclear or cytoplasmic fractions of LS180 cells. (B) Single molecule RNA-FISH
was performed for GAPDH from SW1222, LS180 and HCT116 cells. DNA was counterstained with DAPI. (C)
Sequence of human FORCP transcript and the 240 nt ORF (underlined sequence in upper case) with the start codon
(green) and stop codon (red) is shown.
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gtggctccaagaagcgcecagcetegcetcatttgctcacacccagcaggcagagaag
gcagcagcaggcaggaccgccaccctcccatgcaaatcaccceccgggagtgcag
ctgggctccteecgcetectcctgggcaATGCTCCTGGGGAGTCTGTGG
GGAAGATGCCATCCAGGGCGCTGTGCGCTCTTCCTCATC
CTCGCCCTCCTGCTGGACGCGGTCGGCCTGGTCCTTTTG
CTGCTGGGGATCTTGGCCCCCCTGAGTTCCTGGGACTTC
TTCATCTACACAGGTGCCCTGATCCTGGCTCTCAGCCTAC
TGCTCTGGATCATCTGGTATTCCCTCAACATTGAGGTGTC
TCCTGAAAAACTGGACCTGIMBtttggccatgggaagaggagaaga
gacgcaggtgctgtatgcagacatgtctgtgaacctggggctcttgggcagcaacac
gttgcagcttccacctagcaagccacgccgggaccaggtcccatctgatggaggag
aatcaattcaaggagatgcccttcctttacagaacaccctttaacagcatccaggag
gaacgagaggctgcaatactgaggctttcaaagtactcacgaggatgtccgagaat
ggctgtgatgccaggcttctggcaggttccagactccatcacaagcccagceatcect
gcaccagatctgacatcgctgctgttgtgccagctgtttatgaagggcectgagtagcta
gcaggtttttatcaggagccctgctgggggcttagacaccaaaagagaagactcatc
ctctgtagttcttcttgtgaatgtccttttagaaaaacaattagaaccaaccacaagcac
caaagtcctaatgggatctcctgcgagcacatatcaagcaggattgttgctatttctect
cactggctctttggacagactgtgtgagctcctggagggttccactgtatctaccctttg
acactgaccagttggcacatggtgacatattccaatgtgttgattgcaaatgtgaacgt
acagccagtgctgtgtgcgggaggactctctcctecctcagtggggecacaccgtgeca
ctattaatggagccccactcctttgcacagcctggccatgcagtggcetcatattgaggtt
ttagccaactgaaatctcccgtgcatttttctgacaagccagctaggcectctgctatget
gtccttgtgtctttcatttgatgaccttaagggtgggactgttttatcttaagttacaggtggt
caagtccagcccaaggacagcaactctgagggtcaagcectcataggctaactgga
tagatgttctctgctttgccacccactggagcccgacctgecccactaatttatatttcce
ctggtctcattttgtactttttatttataattcacccttaaagtgtatgtgtctcttataagcetgce
ctccgatctttcatggtatgaggtggttacctaaataaagaaggagatttggcctttgtttt
tatgtaa
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