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Figure 6 — figure supplement 2. Heatmap of Spearman’s rank correlation coefficients (r) between
molecular features (rows) and selection coefficients per mutation or per position (average selection
coefficient for all amino acids at the position) for each environment (columns). Euclidean clustering along
rows is based on the Spearman’s rank correlation coefficients. See Figure 6 — figure supplement 2,
source data.



