Figure 2-figure supplement 1
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GO term Description P-value FDR Enrichment
G0:0003012 muscle system process 3.45E7 4.74E3 2.70
G0:0006941 striated muscle contraction 4.63E7 3.18E3 3.74
G0:0006936 muscle contraction 7.87E7 3.6E3 2.89
G0:0003009 skeletal muscle contraction 4.23E% 1.45E2 5.35
G0O:0030111 regulation of Wnt signaling pathway 5.44E4 1E° 1.83
G0:0030832 regulation of actin filament length 7.68E* 1EC 2.00
G0:0006091 generation of precursor metabolites and energy 8.18E* 1EC 1.83
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http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0003012&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0006941&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0006936&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0003009&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0030111&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0030832&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0006091&view=details

