Figure 1-figure supplement 1

A B
Exonic Intronic Human
Sequences Sequences primary myoblasts
Length 7501 28696 GM -t
Sequence 3315/7501 13493/28696 .
identity (44.2%) (47.0%) — hs_Lnc-Rewind
Gaps 2730/7501 11644/28696
P (36.4%) (40.6%) - Gapdh
Score 15264.0 28625.5 .
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