Metapopulation ecology links antibiotic resistance, consumption and patient transfers in a network of hospital wards
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Table 1a. Summary statistics (mean, interquartile range) of connectivity for each variant.
	Taxon
	Resistance profile
	Acronym
	Mean Connectivity (Interquartile Range)

	Escherichia coli
	Susceptible to 3GC and carbapenems
	EC
	168.2 (16.2, 177.3)

	
	3GC-resistant
	3GCREC
	11.8 (1.0, 12.2)

	
	Carbapenem-resistant
	CREC
	0.15 (0.003, 0.13)

	Klebsiella pneumoniae
	Susceptible to 3GC and carbapenems
	KP
	20.6 (1.8, 21.3)

	
	3GC-resistant
	3GCRKP
	5.5 (0.4, 6.0)

	
	Carbapenem-resistant
	CRKP
	0.21 (0.0, 0.23)

	Enterobacter cloacae complex
	Susceptible to 3GC and carbapenems
	EB
	4.9 (0.3, 4.3)

	
	3GC-resistant
	3GCREB
	1.5 (0.1, 1.6)

	
	Carbapenem-resistant
	CREB
	0.74 (0.03, 0.73)

	Pseudomonas aeruginosa
	Carbapenem-susceptible
	PA
	19.8 (1.7, 20.3)

	
	Carbapenem-resistant
	CRPA
	3.9 (0.2, 4.4)

	Acinetobacter baumannii
	Carbapenem-susceptible
	AB
	1.7 (0.1, 1.3)

	
	Carbapenem-resistant
	CRAB
	0.69 (0.0, 0.3)

	Enterococcus faecium
	Vancomycin-susceptible
	EF
	3.5 (0.1, 3.6)

	
	Vancomycin-resistant
	VREF
	0.09 (0.00, 0.02)

	Staphylococcus aureus
	Methicillin-susceptible
	SA
	273 (5.9, 67.2)

	
	Methicillin-resistant
	MRSA
	151 (0.5, 6.4)





Table 1b. Comparison of log-likelihood values from multivariable Poisson and negative binomial regressions and overdispersion parameters from quasi-Poisson multivariable regression of the incidence of infections with 17 pathogen variants. All models included total antibiotic consumption, connectivity, ward size, ward type, and the incidence control value as variables.Comparison of log-likelihood values from multivariable Poisson and Negative Binomial regressions and theta values from quasi-Poisson multivariable regression for each variant. All models included total antibiotic consumption, connectivity, ward size, ward type, and the incidence control value as variables.

	Variant
	Poisson loglik
	Negative binomial loglik
	Quasi-Poisson Theta

	EC
	-917.45
	-908.13
	1.265

	3GCREC
	-509.46
	-502.23
	1.210

	CREC
	-65.56.1
	-65.56.0
	0.874

	KP
	-550.61.8
	-550.61.8
	0.991.00

	C3GRKP
	-432.78.6
	-427.230.4
	1.312

	CRKP
	-96.67.6
	-96.47.4
	0.682

	EB
	-323.23
	-322.3
	1.67

	3GCREB
	-274.56
	-274.1
	1.132

	CREB
	-190.2
	-190.1
	1.032

	PA
	-555.261.7
	-552.87.6
	1.137

	CRPA
	-371.12.5
	-359.560.0
	1.8076

	AB
	-179.23
	-175.9
	1.20

	CRAB
	-28.630.1
	-28.630.1
	0.254

	EF
	-433.23
	-388.9
	2.5149

	VREF
	-23.69
	-23.69
	0.745

	SA
	-761.18
	-706.1
	1.678

	MRSA
	-387.68.8
	-380.61.2
	1.453
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