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Figure 9-figure supplement 1. FOXM1 and RHNO1 transcriptional start sites (TSS). RLM-
RACE mapping data of the 5' ends of FOXM1 and RHNO1 mRNA. The arrows indicate the
orientation of each gene 5’ to 3’. The bars indicate the sequenced 5’ ends of each transcript, with
the names of the individual cell line samples (color coded) at left. NCBI RefSeq transcript
assembly data is shown at bottom.
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