
Skd3NBD     328 ----KREAEERRRFPLEQRLKEHIIGQESAIATVGAAIRRKENGWYDEEHP-LVFLFLGS 

Hsp104NBD2  557 PVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQP-ASFLFLGL 

Hsp78NBD2   483 PTETVMKGDKDRLLYMENSLKERVVGQDEAIAAISDAVRLQRAGLTSEKRPIASFMFLGP 

ClpBNBD2    548 -VSRMMESEREKLLRMEQELHHRVIGQNEAVDAVSNAIRRSRAGLADPNRPIGSFLFLGP 

ClpANBD2    437 PEKSVSQSDRDTLKNLGDRLKMLVFGQDKAIEALTEAIKMARAGLGHEHKPVGSFLFAGP 

ClpCNBD     487 PLTKINETESEKLLSLEDTLHERVIGQKDAVNSISKAVRRARAGLKDPKRPIGSFIFLGP 

consensus     1 pv kl esekekll leq LkerviGQedAi avs Airr raGlad rrPigsFlFlGp 

 

 

Skd3NBD     383 SGIGKTELAKQTAKYMHKDAKKGFIRLDMSEFQERHEVAKFIGSPPGYVGHEEGGQLTKK 

Hsp104NBD2  616 SGSGKTELAKKVAGFLFNDE-DMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQ 

Hsp78NBD2   543 TGTGKTELTKALAEFLFDDE-SNVIRFDMSEFQEKHTVSRLIGAPPGYVLSESGGQLTEA 

ClpBNBD2    607 TGVGKTELCKALANFMFDSD-EAMVRIDMSEFMEKHSVSRLVGAPPGYVGYEEGGYLTEA 

ClpANBD2    497 TGVGKTEVTVQLSKAL---G-IELLRFDMSEYMERHTVSRLIGAPPGYVGFDQGGLLTDA 

ClpCNBD     547 TGVGKTELARALAESMFGDD-DAMIRVDMSEFMEKHAVSRLVGAPPGYVGHDDGGQLTEK 

consensus    61 tGvGKTElakala fmf de dgmiRlDmSEfmEkhtVsrliGappGYVgyeeGGqLTea 

 

 

Skd3NBD     443 LKQCPNAVVLFDEVDKAHPDVLTIMLQLFDEGRLTDGKGKTIDCKDAIFIMTSNVASDEI 

Hsp104NBD2  675 LQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFI 

Hsp78NBD2   602 VRRKPYAVVLFDEFEKAHPDVSKLLLQVLDEGKLTDSLGHHVDFRNTIIVMTSNIGQDIL 

ClpBNBD2    666 VRRRPYSVILLDEVEKAHPDVFNILLQVLDDGRLTDGQGRTVDFRNTVVIMTSNLGSDLI 

ClpANBD2    553 VIKHPHAVLLLDEIEKAHPDVFNILLQVMDNGTLTDNNGRKADFRNVVLVMTTNAGVRET 

ClpCNBD     606 VRRKPYSVILFDEIEKAHPDVFNILLQVLDDGHLTDTKGRTVDFRNTIIIMTSNVGAQEL 

consensus   121 vrrkPy VvLfDEveKAHPDVfnilLQvlDdGrlTdgqGrtvDfrntiviMTsNvg dei 

 

 

Skd3NBD     503 AQHALQLRQEALEMSRNRIAENLGDVQISDKITISKNFKENVIRPILKAHFRRDEFLGRI 

Hsp104NBD2  735 NSQQ----------------------GS----KIQESTKN-LVMGAVRQH-FRPEFLNRI 

Hsp78NBD2   662 LNDTKLGDD--------------GKID--------TATKN-KVIEAMKRS-YPPEFINRI 

ClpBNBD2    726 QER-F---------------------GE----LDYAHMKE-LVLGVVSHN-FRPEFINRI 

ClpANBD2    613 ERKS----------------------IG----LIHQDNST-DAMEEIKKI-FTPEFRNRL 

ClpCNBD     666 QDQRFAGFG--------------GSSDG----QDYETIRK-TMLKELKNS-FRPEFLNRV 

consensus   181 n h                    g         i    k  vvm  lkr  frpEFlnRi 

 

 

Skd3NBD     563 NEIVYFLPFCHSELIQLVNKELNFWAKRAKQ--RHNITLLWDREVADVLVDGYNVHYGAR 

Hsp104NBD2  767 SSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGAR 

Hsp78NBD2   698 DDILVFNRLSKKVLRSIVDIRIAEIQDRLAE--KRMKIDLTDEAKDWLTDKGYDQLYGAR 

ClpBNBD2    758 DEVVVFHPLGEQHIASIAQIQLKRLYKRLEE--RGYEIHISDEALKLLSENGYDPVYGAR 

ClpANBD2    645 DNIIWFDHLSTDVIHQVVDKFIVELQVQLDQ--KGVSLEVSQEARNWLAEKGYDRAMGAR 

ClpCNBD     706 DDIIVFHKLTKEELKEIVTMMVNKLTNRLSE--QNINIIVTDKAKDKIAEEGYDPEYGAR 

consensus   241 deivvF klsh  lh ivdi l el  rle   khm i ltdeakdflae GYd  yGAR 

 

 

Skd3NBD     621 SIKHEVERRVVNQLAAAYEQDLLPGGCTLRITVEDSDKQLLKSPELPSP------QAEKR 

Hsp104NBD2  827 PLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEAT 

Hsp78NBD2   756 PLNRLIHRQILNSMATFLLKGQIRNGETVRVVVKDTKLVVLPNHEEGEVV---EEEAEK- 

ClpBNBD2    816 PLKRAIQQQIENPLAQQILSGELVPGKVIRLEVNEDRIVAVQ------------------ 

ClpANBD2    703 PMARVIQDNLKKPLANELLFGSLVDGGQVTVALDKEKNELTYGFQSAQKHK-AEAAH--- 

ClpCNBD     764 PLIRAIQKTIEDNLSELILDGNQIEGKKVTVDHDGKEFKYDIAEQTSETK---TPSQA-- 

consensus   301 pl rliqrqivn la  il g lvdg tvrv ved k  ll   e ae         e   

 

 

Skd3NBD     675 LPKLRLEIIDKDSKTRRLDIRAPLHPEKVCNTI 

Hsp104NBD2  887 I---GADTLGDDDNEDSMEIDDDLD-------- 

Hsp78NBD2       --------------------------------- 

ClpBNBD2        --------------------------------- 

ClpANBD2        --------------------------------- 

ClpCNBD         --------------------------------- 

consensus   361                                   
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