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GO biological process complete FC p-value

N-terminal protein amino acid acetylation 14.44 0.00064

ribosomal small subunit assembly 12.38 2.5·10-6

mitochondrial electron transport, NADH to ubiquinone 10.83 0.00140

mitochondrial respiratory chain complex I assembly 10.83 0.00034

cholesterol biosynthetic process 10.83 0.00034

ribosomal large subunit assembly 10.36 1.3·10-7

cytochrome complex assembly 10.19 7.6·10-6

aminoacyl-tRNA metabolism involved in translational fidelity 9.85 0.00048

methionine metabolic process 9.85 0.00048

mitochondrial translation 9.42 9.6·10-7

positive regulation of translation 9.03 0.00065

translational elongation 8.96 1.2·10-7

mitochondrial membrane organization 8.33 0.00087

protein targeting to mitochondrion 7.74 4·10-6

formation of cytoplasmic translation initiation complex 7.22 0.00147

aspartate family amino acid biosynthetic process 6.59 0.00026

tRNA aminoacylation for protein translation 6.05 3.8·10-6

pyrimidine-containing compound metabolic process 5.83 0.00049

cellular metabolic compound salvage 5.65 0.00143

protein transmembrane transport 5.23 0.00086

monocarboxylic acid biosynthetic process 4.56 0.00081

protein folding 3.78 3.5·10-5

drug metabolic process 2.54 0.00081
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