
Sequence

[0 - 70000]

Galaxy...verage

200 bp 300 bp 400 bp 500 bp 600 bp 700 bp 800 bp

672 bp

AT3G22420.1Sequence

[0 - 80000]

Galaxy...verage

400 bp 500 bp 600 bp 700 bp 800 bp

538 bp

AT1G09750.1

AtAED3 

AtWNK2 

HpasiRNA90 3' CGAUCACAAGUACUAGUAUUU 
aln           |||| ||||||||0||0||0| 
AtAED3 5'     GCUAAUGUUCAUGGUCGUAGA 

385-405 

0 

1 

2 

3 

4 

5 

6 

21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 

re
ad

 n
um

be
r 

alignment position 

AtAED3 

HpasiRNA2 3'  CCUCAGGGCUCUUUAAUUUCU 
aln           ||| |||0|||0|||||0||| 
AtWNK2 5'     GGAAUCCUGAGGAAUUAGAGA 

342-362 

0 

50 

100 

150 

200 

250 

21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 

re
ad

 n
um

be
r 

AtWNK2 

alignment position 
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Figure 1 – figure supplement 4 
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