
Figure 4–Source Data 1. Absolute volume of brain structures in TcMAC21 and Eu were analyzed by MRI
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* Segmentation of brain, hippocampus, cerebellum and lateral ventricle were manually verified, and data were analyzed by two-way ANOVA. Except the lateral ventricle using in vivo MRI data only, data of all other brain structures came from both in vivo and ex vivo MRI. Therefore, even though we found that the genetic effect was only minimally affected by MRI methods, it was still more appropriate to use two-way ANOVA than one-way ANOVO or t-tests as we needed to consider both genetic factor (Eu and TcMAC21) and method factor (in vivo and ex vivo MRI). 
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mean std mean std (TcMAC21-WT) (P value)
Whole Brain 467.27 14.62 487.86 17.55 20.59 0.0486
Lateral ventricles (live imaging, n=3)| 3.24 0.41 7.72 1.08 4.48 0.003
Neocortex 91.82 8.35 94.01 8.99 2.19 0.5719
Forebrain Hippocampus 23.69 2.14 24.69 1.20 1.00 0.1043
Caudate putamen 20.07 1.04 20.76 0.92 0.70 0.1888
IAmygdala 6.75 0.42 7.11 0.33 0.36 0.0256
[Thalamus 19.56 1.26 20.97 1.20 141 0.0353
Interbrain/  Hypothalamus 11.82 0.95 13.02 1.01 1.20 0.0134
midbrain Superior colliculus 8.78 0.63 10.15 0.50 1.37 <0.0001
Inferior colliculus 3.38 0.26 3.66 0.22 0.28 0.0664
Cerebellum 63.45 3.76 62.29 4.97 -1.16 0.3930





