
0

5

10

NontargetsDAZL targets

Tr
an

sc
rip

t a
bu

nd
an

ce
 (l

og
2 T

PM
)

****

7.5

10.0

12.5

15.0

NontargetsDAZL targets

C
D

S 
le

ng
th

 (l
og

2 n
t)

****

5

10

NontargetsDAZL targets

3'
 U

TR
 le

ng
th

 (l
og

2 n
t)

****

0.7

0.8

0.9

NontargetsDAZL targets

C
od

on
 u

sa
ge

 (C
AI

)

****

B

Figure 5 - figure supplement 1
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