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Figure 2 – figure supplement 2. Slow dynamics are not caused by smaller fluorescence pool in cytoplasm.
(A/B) Exchange rate (A) or fractional recovery (B) is not correlated with protein concentrations in cytoplasm. 
Exchange rate or fractional recovery (mean ± SEM) were plotted as a function of absolute concentrations in cytoplasm 
(mean ± SEM), respectively. HC and LC proteins are indicated by red and black symbols, respectively. 
(C/D) Exchange rate (C) or fractional decay (D) measured by iFRAP (16-20 cells measured for each protein) are 
qualitatively similar to values measured using FRAP. The fractional decay of more rapidly exchanging proteins 
measured by iFRAP is systematically smaller than measured using FRAP due to the longer time to bleach the whole 
cytoplasm in the former experiments. HC and LC proteins are indicated by red and black symbols, respectively. 
Pearson correlation coefficients were calculated in Prism (GraphPad).


