
aculy01g38340.1* aculy01g38350.1**

aculy01g38370.1***aculy01g38360.1

12.276 kb 12.278 kb 12.280 kb 12.282 kb 12.284 kb 12.286 kb

scaffold1

1

2.9 kb

a

(-)

(+)

aculy04g02490.1***aculy04g02470.1**

aculy04g02480.1*

852 kb 854 kb 856 kb 858 kb

scaffold4

(-)

(+)

b

3
0.82 kb

*cd11384 (eukaryota), ** cd00560 (cellular organisms),***cl33807 (cellular organisms)

*cl20213 (Bilateria), ** cd06557 (cellular organisms),*** cl21494 (?)

1 3

 
                         960       970       980       990       1000    

                5’ ....|....|....|....|....|....|....|....|....|....| 
aculy01g38350.1   ...AGTTTCGGAGGGTTCATACCCGGCTAGAGAGCACTGTTATGAGTAGATTC  
contig_1934      ...AGTTTCGGAGGGTTCATACCCGGCTAGAGAGCACTGTTATGAGTAGATTC  

 
                         1010      1020      1030      1040      1050    
                 ....|....|....|....|....|....|....|....|....|....| 

aculy01g38350.1   TCATCATTAAACGCAATCCAATGATCAGAT--------------------  
contig_1934      TCATCATTAAACGCAATCCAATGATCAGATAAAAAAAAAAAAAAAAAAAA  
 
                         1060      1070  
                 ....|....|....|....|. 

aculy01g38350.1   ---------------------  
contig_1934      AAAAAAAAAAAAAAAAAAAAA  
 

                3’ 

c

3kb

1kb

3kb

1kb

M* M*

*M: GeneRuler DNA ladder mix (SM0334, ThermoFischer Scientific)

M*

3kb

1kb

2

2.5kb

2
2.7 kb

CDS

3’UTR

(panC)

(panB)


