Supplementary File 3. Amino acid sequences of Hsp104 chimeras.
	Chimera Name
	Sequence

	GSSS
	MNLDNLTDKAQEAIQASHELALENGHSQLTPLHLAAALFTEDHGLASSVATKAKADPVNVRRELQKAVIRLPSQDPPPTTVPPSQSFLKVIRDAQSLRKKQGDTHLAVDHLLIALCDDKDVIACFSSADLTKHALEEAVKSVRGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSKPEELDSKERQLQLIQVEIKALERDEDADSTTKDRLKLARQKEASLQEELEPLRQRYNEEKHGHEELTQAKKKLDELENKALDAERRYDTATAADLRYFAIPDIKKQIEKLEDQVAEEERRAGANSMIQNVVDSDTISETAARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	GGSS
	MNLDNLTDKAQEAIQASHELALENGHSQLTPLHLAAALFTEDHGLASSVATKAKADPVNVRRELQKAVIRLPSQDPPPTTVPPSQSFLKVIRDAQSLRKKQGDTHLAVDHLLIALCDDKDVIACFSSADLTKHALEEAVKSVRGNRKVDSKAADSTYDALNQYAQDFVALAEEGKLDPVIGRDDEIRRVIRVLCRRRKNNPVLIGDPGVGKTAIVEGLAQRIVRGDVPENLNCRLYALDMGALVAGAKYRGEFEERLKAVLREVKEGEGKIILFIDELHLVLGAGKSDGAMDAANLLKPMLARGELRCIGATTLEEYRKYVEKDAAFERRFQQVFVSEPSVPDTVSILRGLKERYEVHHGVRILDSALVAAAKLSARYITNRFLPDKAIDLVDEACANVRMQLDSKPEELDSKERQLQLIQVEIKALERDEDADSTTKDRLKLARQKEASLQEELEPLRQRYNEEKHGHEELTQAKKKLDELENKALDAERRYDTATAADLRYFAIPDIKKQIEKLEDQVAEEERRAGANSMIQNVVDSDTISETAARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	GGGS
	MNLDNLTDKAQEAIQASHELALENGHSQLTPLHLAAALFTEDHGLASSVATKAKADPVNVRRELQKAVIRLPSQDPPPTTVPPSQSFLKVIRDAQSLRKKQGDTHLAVDHLLIALCDDKDVIACFSSADLTKHALEEAVKSVRGNRKVDSKAADSTYDALNQYAQDFVALAEEGKLDPVIGRDDEIRRVIRVLCRRRKNNPVLIGDPGVGKTAIVEGLAQRIVRGDVPENLNCRLYALDMGALVAGAKYRGEFEERLKAVLREVKEGEGKIILFIDELHLVLGAGKSDGAMDAANLLKPMLARGELRCIGATTLEEYRKYVEKDAAFERRFQQVFVSEPSVPDTVSILRGLKERYEVHHGVRILDSALVAAAKLSARYITNRFLPDKAIDLVDEACANVRMQLDSQPEVIDTLEHRKLQLEIEIAALEKEKDEASRARLAAVKEELDNVNEKLRPLKARFESERGKMNELKDMMTKLDALKIKLADAERRRDTVQAADLRYYAIPEIEERIRSLKNEIDKEKETDAMETDEESGKLLSDVVGYEQIADVVSRLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	SSGS
	MNDQTQFTERALTILTLAQKLASDHQHPQLQPIHILAAFIETPEDGSVPYLQNLIEKGRYDYDLFKKVVNRNLVRIPQQQPAPAEITPSYALGKVLQDAAKIQKQQKDSFIAQDHILFALFNDSSIQQIFKEAQVDIEAIKQQALELRGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSQPEVIDTLEHRKLQLEIEIAALEKEKDEASRARLAAVKEELDNVNEKLRPLKARFESERGKMNELKDMMTKLDALKIKLADAERRRDTVQAADLRYYAIPEIEERIRSLKNEIDKEKETDAMETDEESGKLLSDVVGYEQIADVVSRLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	GSGS
	MNLDNLTDKAQEAIQASHELALENGHSQLTPLHLAAALFTEDHGLASSVATKAKADPVNVRRELQKAVIRLPSQDPPPTTVPPSQSFLKVIRDAQSLRKKQGDTHLAVDHLLIALCDDKDVIACFSSADLTKHALEEAVKSVRGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSQPEVIDTLEHRKLQLEIEIAALEKEKDEASRARLAAVKEELDNVNEKLRPLKARFESERGKMNELKDMMTKLDALKIKLADAERRRDTVQAADLRYYAIPEIEERIRSLKNEIDKEKETDAMETDEESGKLLSDVVGYEQIADVVSRLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	MSSS
	MAINPNEFTDKVNKTLFEAQNFAIQEGHSQVEPAHVAVILFEDPEGMAKRVVQRAGAALQPVQAALRSLLQRMPRQEPAPLEASLSSDTRRLLQSAAKLQKKNNEAHLAVDHLLGALVQDKQILAKLAESGLAKNHFEETLKRVKRGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSKPEELDSKERQLQLIQVEIKALERDEDADSTTKDRLKLARQKEASLQEELEPLRQRYNEEKHGHEELTQAKKKLDELENKALDAERRYDTATAADLRYFAIPDIKKQIEKLEDQVAEEERRAGANSMIQNVVDSDTISETAARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	MMSS
	MAINPNEFTDKVNKTLFEAQNFAIQEGHSQVEPAHVAVILFEDPEGMAKRVVQRAGAALQPVQAALRSLLQRMPRQEPAPLEASLSSDTRRLLQSAAKLQKKNNEAHLAVDHLLGALVQDKQILAKLAESGLAKNHFEETLKRVKGTTTADSKSAEENYDALSKYGVDLVQQAADGKLDPVLGRDEEIRRVIQILARRIKSNPCLVGPPGVGKSAIVEGLAQRIMLGDVPETLKGKLISLDMGALIAGAKYRGEFEERLKAVLEEIKQSEGRIILFVDEVHNVLGAGKTEGSMDAANLLKPLLARGELRMIGATTEDEYRKYVEKDSAFERRFQVVQVREPSVPDTVSILRGLKERYEAHHGVRIADAALVAAAQLSHRYIQGRFLPDKAIDLIDEACANARVQLDSKPEELDSKERQLQLIQVEIKALERDEDADSTTKDRLKLARQKEASLQEELEPLRQRYNEEKHGHEELTQAKKKLDELENKALDAERRYDTATAADLRYFAIPDIKKQIEKLEDQVAEEERRAGANSMIQNVVDSDTISETAARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	MMMS
	MAINPNEFTDKVNKTLFEAQNFAIQEGHSQVEPAHVAVILFEDPEGMAKRVVQRAGAALQPVQAALRSLLQRMPRQEPAPLEASLSSDTRRLLQSAAKLQKKNNEAHLAVDHLLGALVQDKQILAKLAESGLAKNHFEETLKRVKGTTTADSKSAEENYDALSKYGVDLVQQAADGKLDPVLGRDEEIRRVIQILARRIKSNPCLVGPPGVGKSAIVEGLAQRIMLGDVPETLKGKLISLDMGALIAGAKYRGEFEERLKAVLEEIKQSEGRIILFVDEVHNVLGAGKTEGSMDAANLLKPLLARGELRMIGATTEDEYRKYVEKDSAFERRFQVVQVREPSVPDTVSILRGLKERYEAHHGVRIADAALVAAAQLSHRYIQGRFLPDKAIDLIDEACANARVQLDSRPEEIDQLERRRLQLQVEATALEKEKDQASKLRLKDVRKELANIEEQLQPLLMKFEMERGRVDELRDLQEKLDSLRSKAQRAERQGDLATAADLKYYAIPDCERRIQQLTLEDEERSAQRSGMDEQEDAPMLSEEVGPEQITDIIARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	SSMS
	MNDQTQFTERALTILTLAQKLASDHQHPQLQPIHILAAFIETPEDGSVPYLQNLIEKGRYDYDLFKKVVNRNLVRIPQQQPAPAEITPSYALGKVLQDAAKIQKQQKDSFIAQDHILFALFNDSSIQQIFKEAQVDIEAIKQQALELRGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSKPEEIDQLERRRLQLQVEATALEKEKDQASKLRLKDVRKELANIEEQLQPLLMKFEMERGRVDELRDLQEKLDSLRSKAQRAERQGDLATAADLKYYAIPDCERRIQQLTLEDEERSAQRSGMDEQEDAPMLSEEVGPEQITDIIARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	MSMS
	MAINPNEFTDKVNKTLFEAQNFAIQEGHSQVEPAHVAVILFEDPEGMAKRVVQRAGAALQPVQAALRSLLQRMPRQEPAPLEASLSSDTRRLLQSAAKLQKKNNEAHLAVDHLLGALVQDKQILAKLAESGLAKNHFEETLKRVKRGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSKPEEIDQLERRRLQLQVEATALEKEKDQASKLRLKDVRKELANIEEQLQPLLMKFEMERGRVDELRDLQEKLDSLRSKAQRAERQGDLATAADLKYYAIPDCERRIQQLTLEDEERSAQRSGMDEQEDAPMLSEEVGPEQITDIIARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	CSSS
	MSFDTKKATEKVNNVLGEAINLAKEDKHAALTPTHLAVVLFEEPHGLAKVAATKVAGEEVWRSAIRVLRKRLTKLPKVDPAPESVSPGRELSKVLTAAAKLQKDRGDAFLGTDTLLTAVINAAEVSEALGEAGISKAQLETALSEVRQARGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSKPEELDSKERQLQLIQVEIKALERDEDADSTTKDRLKLARQKEASLQEELEPLRQRYNEEKHGHEELTQAKKKLDELENKALDAERRYDTATAADLRYFAIPDIKKQIEKLEDQVAEEERRAGANSMIQNVVDSDTISETAARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	CCSS
	MSFDTKKATEKVNNVLGEAINLAKEDKHAALTPTHLAVVLFEEPHGLAKVAATKVAGEEVWRSAIRVLRKRLTKLPKVDPAPESVSPGRELSKVLTAAAKLQKDRGDAFLGTDTLLTAVINAAEVSEALGEAGISKAQLETALSEVRQAAGGGPINSETADANFDALAKYGTDLTANAARADPVIGRDDEIRRVVRVLCRRTKNNPVLIGEPGVGKTAIVEGLAQRIVKNDVPETLQGVRLISLDMGSLVAGAKYRGEFEERLKAVLNEVAQQQGKVVLFIDELHLVLGAGKSGDGAMDAANLLKPMLARGELRCIGATTLGEYREHIEKDAAFERRFQQVLVKEPSVPDTIAILRGIKDRYETHHGVHITDRALVVAAELSDRYITTRFLPDKAIDLVDEACANMRVQLDSKPEELDSKERQLQLIQVEIKALERDEDADSTTKDRLKLARQKEASLQEELEPLRQRYNEEKHGHEELTQAKKKLDELENKALDAERRYDTATAADLRYFAIPDIKKQIEKLEDQVAEEERRAGANSMIQNVVDSDTISETAARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	CCCS
	MSFDTKKATEKVNNVLGEAINLAKEDKHAALTPTHLAVVLFEEPHGLAKVAATKVAGEEVWRSAIRVLRKRLTKLPKVDPAPESVSPGRELSKVLTAAAKLQKDRGDAFLGTDTLLTAVINAAEVSEALGEAGISKAQLETALSEVRQAAGGGPINSETADANFDALAKYGTDLTANAARADPVIGRDDEIRRVVRVLCRRTKNNPVLIGEPGVGKTAIVEGLAQRIVKNDVPETLQGVRLISLDMGSLVAGAKYRGEFEERLKAVLNEVAQQQGKVVLFIDELHLVLGAGKSGDGAMDAANLLKPMLARGELRCIGATTLGEYREHIEKDAAFERRFQQVLVKEPSVPDTIAILRGIKDRYETHHGVHITDRALVVAAELSDRYITTRFLPDKAIDLVDEACANMRVQLDSKPEQLDALERQRQRLQVEAAALAKEKDALSKARAKEVGKELAALEEALRPLQMKYAQEKARLEELRRLGQKRDEILVNIQIAEQHGNLARIADLRYGALPDVEDRIKQVRAAAPSDAMLSEEVGTEEIAVVVSRLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD


	SSCS
	MNDQTQFTERALTILTLAQKLASDHQHPQLQPIHILAAFIETPEDGSVPYLQNLIEKGRYDYDLFKKVVNRNLVRIPQQQPAPAEITPSYALGKVLQDAAKIQKQQKDSFIAQDHILFALFNDSSIQQIFKEAQVDIEAIKQQALELRGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSKPEQLDALERQRQRLQVEAAALAKEKDALSKARAKEVGKELAALEEALRPLQMKYAQEKARLEELRRLGQKRDEILVNIQIAEQHGNLARIADLRYGALPDVEDRIKQVRAAAPSDAMLSEEVGTEEIAVVVSRLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	CSCS
	MSFDTKKATEKVNNVLGEAINLAKEDKHAALTPTHLAVVLFEEPHGLAKVAATKVAGEEVWRSAIRVLRKRLTKLPKVDPAPESVSPGRELSKVLTAAAKLQKDRGDAFLGTDTLLTAVINAAEVSEALGEAGISKAQLETALSEVRQARGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSKPEQLDALERQRQRLQVEAAALAKEKDALSKARAKEVGKELAALEEALRPLQMKYAQEKARLEELRRLGQKRDEILVNIQIAEQHGNLARIADLRYGALPDVEDRIKQVRAAAPSDAMLSEEVGTEEIAVVVSRLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD

	PSSS
	MDPGKFTHKTNEALATAHELTVGAGHAQITPLHLAVALISDPSGIMRQAVANAGDGENTAQAAERVFNQVLKKLPSQSPPPDEVPPSTSLIKVIRRSQALQKSRGDSYLAVDQMILGLLEDSQIRDLFKEVGVSASTVKSEVEKLRGNTRIDSRGADTNTPLEYLSKYAIDMTEQARQGKLDPVIGREEEIRSTIRVLARRIKSNPCLIGEPGIGKTAIIEGVAQRIIDDDVPTILQGAKLFSLDLAALTAGAKYKGDFEERFKGVLKEIEESKTLIVLFIDEIHMLMGNGKDDAANILKPALSRGQLKVIGATTNNEYRSIVEKDGAFERRFQKIEVAEPSVRQTVAILRGLQPKYEIHHGVRILDSALVTAAQLAKRYLPYRRLPDSALDLVDISCAGVAVARDSKPEELDSKERQLQLIQVEIKALERDEDADSTTKDRLKLARQKEASLQEELEPLRQRYNEEKHGHEELTQAKKKLDELENKALDAERRYDTATAADLRYFAIPDIKKQIEKLEDQVAEEERRAGANSMIQNVVDSDTISETAARLTGIPVKKLSESENEKLIHMERDLSSEVVGQMDAIKAVSNAVRLSRSGLANPRQPASFLFLGLSGSGKTELAKKVAGFLFNDEDMMIRVDCSELSEKYAVSKLLGTTAGYVGYDEGGFLTNQLQYKPYSVLLFDEVEKAHPDVLTVMLQMLDDGRITSGQGKTIDCSNCIVIMTSNLGAEFINSQQGSKIQESTKNLVMGAVRQHFRPEFLNRISSIVIFNKLSRKAIHKIVDIRLKEIEERFEQNDKHYKLNLTQEAKDFLAKYGYSDDMGARPLNRLIQNEILNKLALRILKNEIKDKETVNVVLKKGKSRDENVPEEAEECLEVLPNHEATIGADTLGDDDNEDSMEIDDDLD
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