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D Skeletal muscle differentiation genes E Cell cycle genes
G9a peak at G9a peak at
Gene Name Fold Change P adjusted promoter Gene Name Fold Change P adjusted promoter
MYOG 2176937518  2.35E-41 peak TGFB1 -1.392908026 1.63E-16 no
MSTN 1.505925083  3.66E-59 no ITGB1 -1.326219893 5.17E-22 no
MYOD1 1.493213027 2.65E-45 peak CCND1  -1.264178339 2.51E-19 peak
MYLA1 1.452421307 6.37E-19 no CCNY -1.145470258 0.005191 no
MYOZz2 1.386233223 0.0017719 no CDK9 -1.136060763 0.00046897 no
E Metabolic genes
Gene G9a peak at
Name Fold Change P adjusted promoter
SLC2A3 -1.50019496 1.91E-43 no
PFKP -1.39126766 5.18E-32 peak
DGKD  -1.225915891 4.28E-13 peak
ST3GAL1 -1.217076625 0.001023 peak
COMT  -1.211706256 1.05E-06 no

Figure 5-figure supplement 1 Pal et. al





