
Analysis workflow:

limma

DEG list
Extract gene 

expression data 

from TCGA

YAP1_UP

Gene A-1

Gene A-2

Gene A-3

Gene A-4

----

----

YAP1_DOWN

Gene B-1

Gene B-2

Gene B-3

Gene B-4

----

----

WWTR1_UP

Gene C-1

Gene C-2

Gene C-3

Gene C-4

----

----

WWTR1_DOWN

Gene D-1

Gene D-2

Gene D-3

Gene D-4

----

----

Comp_UP

Gene E-1

Gene E-2

Gene E-3

Gene E-4

----

----

Comp_DOWN

Gene F-1

Gene F-2

Gene F-3

Gene F-4

----

----

Compute 

Z-score

For every sample, compute 

average 

Z-score for each 

DEG set

Genes            Sample 1    Sample 2   Sample 3    Sample 4

Gene A-1            xx                  xx               xx                 xx

Gene A-2            xx                  xx               xx                 xx

Gene A-3            xx                  xx               xx                 xx

Gene A-4            xx                  xx               xx                 xx

Gene B-1            xx                  xx               xx                 xx

Gene B-2            xx                  xx               xx                 xx

Gene B-3            xx                  xx               xx                 xx

Gene B-4            xx                  xx               xx                 xx

Gene C-1            xx                  xx               xx                 xx

Gene C-2            xx                  xx               xx                 xx

Gene C-3            xx                  xx               xx                 xx

Gene C-4            xx                  xx               xx                 xx

---------

Z-score matrix

Average Z-score 

(YAP1_UP)

Average Z-score 

(YAP1_DOWN)

Average Z-score 

(WWTR1_UP)

…….

Score                               Sample 1   Sample 2    Sample 3

YAP1 dep score xx               xx                 xx

WWTR1 dep score                 xx               xx                 xx

Compensable score               xx               xx                 xx

Hierarchical 

clustering 

analysis & 

heatmap 

visualization

YAP1 dependency signature score

WWTR1 dependency signature score

Compensable signature score

Dependency score matrix

YAP1-

dependent cell 

lines

WWTR1-

dependent cell 

lines

Compensable 

cell lines

GSEA & downstream analysis

“YAP1 dependency signature score” =

Average Z-score of all YAP1_UP DEG –

Average Z-score of all YAP1_DOWN DEG

“WWTR1 dependency signature score” =

Average Z-score of all WWTR1_UP DEG –

Average Z-score of all WWTR1_DOWN DEG

“Compensable signature score” =

Average Z-score of all Comp_UP DEG –

Average Z-score of all Comp_DOWN DEG
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Row Z-score

Color key

YAP1-dependent – Up regulated

YAP1-dependent – Down regulated

WWTR1-dependent – Up regulated

WWTR1-dependent – Down regulated

Compensable – Up regulated

Compensable – Down regulated

Differentially expressed gene (DEG)
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