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Figure 1 - Source Data 1. Complex GCR structures.

GCR structures that are more complicated than those displayed in Figures 1D and 1E, and Figure 1 - figure supplement
1 are displayed using the same scheme as those displayed in Figure 1 - figure supplement 1. Panels A to U are sorted by
the PGSP isolate number. The regions included in the GCR-containing chromosome are displayed using the red dashed
arrow (oriented from chrV R to chrV L in the GCR-containing chromosome). The black dotted lines show the connectivity
between regions included in the GCR-containing chromosome that are separate in the reference genome. Telomeres
added to the chrV L side of the GCR are displayed using black boxes.
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