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LPPRC_HUMAN

(100%), 157,912.2 Da
Leucine-rich PPR motif-containing protein, mitochondrial OS=Homo sapiens GN:

=3

LRPPRC PE=1 SV-

26 exclusive unique peptides, 26 exclusive unique spectra, 26 total spectra, 353/1394 amino acids (25% coverage)
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image2.tiff
SLIRP_HUMAN (100%), 12,349.0 Da
SRA stem-loop-interacting RNA-binding protein, mitochondrial OS=Homo sapiens GN=SLIRP PE=1SV=1
4 exclusive unique peptides, 4 exclusive unique spectra, 4 total spectra, 50/109 amino acids (46% coverage)

MAASAARGAA ALRRSINQPV AFVR ASSQLKEHFA QFGHVRRCIL PFDKETGFHR
_i VQ VHTRRPKLPQ TSDDEKKDF




