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Colocalization (Pearson’s R value)
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DNAAF Chaperone Dynein Subunit
Dnaaf5 Zmynd10 - RuvbI2 Hsp90ab1H Stip1 |Dnai2||Wdr7a|-
B Dnaaf2 Lrrc6 Spag1  Hsp90ab1 Stip1 Dnai2 Wdr78 Dnali1
Dnaaf5 0.73+0.07 0.69*0.05 0.78%+0.07 0.73+0.06 0.77+0.08 0.57*0.16 0.51*0.13 0.55%*0.10
(n=93) (n=92) (n=98) (n=89) (n=95) (n=89) (n=92) (n=97)
Zmynd10 0.82+0.05 0.71+0.06 0.77*0.07 0.78+0.08 0.80+0.08 0.54+0.17 0.53+0.16 0.54%0.15
(n=99) (n=72) (n=91) (n=116) (n=89) (n=100) (n=90) (n=100)
Ruvbl2 0.75+0.06 0.74+*0.06 0.82*0.05 0.74*0.06 0.77+0.05 054+0.18 0.52+0.15 0.45%*0.15
uv (n=79) (n=91) (n=81) (n=82) (n=92) (n=92) (n=80) (n=90)
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