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CDH1 (2) {» FOXA1
ATM (2) 1> SCNM1
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CREBBP (2) {» EXOC5
CTNNB1 (1)1 ©CTNNB1
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EGFR (1) {» EGFR
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BAP1 (1) { ZNF367
CDC73 (1) + MAP2K1
ARID1A (1)1 (DARID1B
MEN1 (1) CDK8
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