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Region required for VDML activity (deleted in up9)

Ciinte CAGCGTGTCCGTTTGTTTCCTTGTTAATAGAACTTAATTACAGGGTGTCTGTTGCTATGA
Cisavi CACCGTATCGGTTCGTTTCCTAGTTAATAGAACATAATTACAGGGTGGTGTGCGCAATGC
kk kkk kk hkk kkkkkkk khkhkkkkkhkk *hkkkkkkkhkkkk *k Kkkx
Ciinte TGACAAGATAAGATGGCGGGCGCTTCTCATCTGGCTTGTTTGGCAACAATTGATCGATAG
Cisavi TAACAATACAAGGT----GGTCTCTCTCATCTACTGTGTGTCECCAACAATTCATCGATGA
* kkkk k| kkx % * % kkkkkkk* khkk Kk hhkkkkkkkkkkkkkkk
Ciinte CCAAATCGCATTATGAGTCATAACTAAAATTCGAATGCGGGTGGT-GAATTCGAACAAAA
Cisavi CCTAATCGTATTATAACTTATAATTAAAACTCGATTACGACGAATGGAAATTGAAAAAAA
kk hhkkhkk hhkkk Kk Kk kkkk kkkkk kkkk Kk kk * kkk Kk kkk kkkk
Ciinte ACGTCGCGCTAACTCGACAGCACTATTGCGTCATAAAAAGTCGTAAAGGCGCGCGELTTAA
Cisavi -——-CGCTAAAACTCG---TCATTTTTATGCCATAAATAATCATAAAATCCCTTTCTTAA
* % % *kkkok*k *k Kk kk Kk kkkkkk Kk kk kkkk * % *kk kK
Ciinte ACGASTARTTACGGAAAAATTATGACATCCTTTAAATTTCCTACAACTGTTTACGTCGTA
Cisavi GCGAGTAATTACCTCAAAATTATGGCACCGTTTAAATTCATTTAAACTGTTTATGTCACA
kkkkkkkkkkk khkkkkkhkkk *k kkkkkkkfrkx *  kkkkkkkkk kxkk K
Ciinte AGCGTCTCATTCATTGTGGGCGTTTA Region required
Cisavi GTAATGTACAGCAAGAAAGCTCTTTG for VDML activity
*ox *x * e (deleted in up8)
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