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Ciinte TTGTCGCCACTTTGTTTGTTTGTTTCTTTGTTTATCTGTCGCGATCGCCCGC
o NERRRRRR R R RN R R R R RN R RRRRRERE

Cisavi TTGTCGCCAATTGATTTGTTTGTTTCTCTGTTTATCTGTCGCGATCT -~~~
Ciinte GCTCGATGCCGCATCAAACCACCTTTAACTCCCCATTACCGCAACGCG-GGTGACGCTTC
Cisavi  —---cectetTTICeAR T oA r L L AT
Ciinte - —=——————-- ACT-—=—=——————— AATACCTCCGCACCACCAAGCACGAGGTGT--=-—==--
Cisavi  GOATCTOTGACTGTGAAAGATGSAGCACHEMMEEERENCATAAGK EAAECCTCTORSA
Ciinte  ---ATGAATGTATACTGGAATAT---TAAGATCGGCGAAATGGGTTGTTTTCAGG---AC
Cisavi  ACCHTGEATCCCTAACARGOTACCTOTAMACAGEL -~ AT TGCARCATATICOACARAT
Ciinte ATTTGGGATGTTTTTTGTCCGTGTGCTTGGCGTAGCGTAAAAGGTCCGTC—————————-
Cisavi  ACTCOACARTIITTAGCTIG-CrrTcaATTeAc e et aprrTATTIGTTRR
Ciinte - ————————- AAAAATGCGTCATTCCGCGTCCETAATTA - ———-ACCACGGCGATGGTTTIT
Cisavi  EEIEACTAAAAMTGTATARTITAR - -AATTATAGSACLETAMNIECTHGY
Ciinte CGATTAAGATTGGAAAT—-—————————————————————— CGAAGCGACTTTACG---CC
Cisavi  —-GITAA-ACTAGAAMTGTGITITAGATGCCORTARTIGECATGOEACTIThCEATTIC
Ciinte AG---TCGCCGAAAACGGAGCCGET—=—===—=— e ATCCATATAGGAT
Cisavi  AGCITICATAGCAACGEAMAMATTCACATCGOCTICARATCAACCCAGCCCTRTOMGAT
Ciinte ATGATGCAGGCCGATAGAAACATGACTTCTGAAAAATAAACAAACCTTCAGCCGATGCCG
Cisavi  ATCATGCAMGICOATAGAAATACCACTICTCAARATARACARAC TGO LSRR
Ciinte CCCTTTGAAGACGCCGAGCTGCCGCGGGCTAGAAAGCGAGACGGAGGTATAGGCGGCGGA
Cisavi  COLTICAAGACGCEACAIOCELOEAACARRACOACA - CGCeAAGAE ARG
Ciinte A{*A(.;C.:GTAGAAAAAATGG Region required for VDML expression
Cisavi ZLGZLAA(LGZL(LZLZLZLZLZLZL'L(L(L (deleted in up1)

Ciinte.DIx.c-up7

Putative regulators:
Msx

KIf1/2/4
Nkxtun3
Dix.c




