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Wilcoxon rank sum test,  p < 0.05

A B
Loss of function strategy:
Heart-specific (Hand4.2 driver) RNAi 
of 5H genes in post-mitotic CMs

 Kinetic imaging (30s@140fps) followed by automated
 and quantitative assessment of heart size and function

10x

3 week old female 
Drosophila melanogaster
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