_ Skb B NO VECTOR CONTROL EMPTY VECTOR CONTROL

[0-16]
HNRNPM rep1 [ L X 0.01% . 40.96%
| o i s s S
[0-16] — s % E]
HNRNPM rep2 E E
Al ll“ L N N g S e
RefSeq Genes + ' CONTROLS I i i
USP33 ] §
a <
Target Exon ! 8 ]
g 2
[ I Il | - Y T T T
Peaks Rep1 100 107 10° 10" 10° 10" 10" 10’ 10" 10
dsRed dsRed
1 | [ ] o
Peaks Rep2 Increased Exon Skipping Increased Exon Skipping
R 500b c
.52 200bp WT SEQUENCE HNRNPM BINDING SITE MUTATED
HNRNPM rep1
f2.36% 40.06% i 1.72%
[0-52] c 3 - 109
2 S
HNRNPM rep2 3 ERE
! g ! 8 10
— 3 c ca
RefSeq Genes USP33 site 2 S5 )
APMAP I i} I ]
| B B
Target Exon § § 104
peaks Rep1 ! mm 1 1w (T g g ol oo
p -10' 10° éugR ’ 10 10°
ISRe
Peaks Rep2 1 [ 1] < 1 1
29.12% . 13.67%
10
c c
2 S
2 3 B
E E 10
APMAP site § 8 §%
w w
el el
& & .
© © 10
o o
2 12.52% g 0.07%
100 10 10 10 10 AT W o -
dsRed dsRed
] [

Increased Exon Skipping Increased Exon Skipping



