
Figure 5 - figure supplement 1
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Figure 5 - figure supplement 1 (cont’d)

R
el

at
iv

e
BA

C
H

1
pr

ot
ei

n
ex

pr
es

si
on

Con
tro

l

4D
-M

APKi

0.6

0.8

1.0

1.2
p=0.0002

F.
LMB Lung Surface Mets - 4DMAPKi vs. Single MAPKi
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