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Figure 2 - Supplement 1: CD spectra of monomeric PSM peptides and urea denaturation of
PSM fibrils. CD spectra (Jasco) of monomeric PSM peptides and of PSM peptides that do not
aggregate. (a) CD spectra of monomeric PSMs peptides (0.25 mg/ml) measured at 25 °C followed
by 0 h of incubation period. (b) Far UV-CD spectra of PSMa2 and 4-toxin after 7 days incubation at
37 °C display a-helical character consistent with the lack of aggregation. (c) Analysis of the
dissociation of PSMs fibrils collected from plate reader experiments after incubation in presence of
various concentrations of urea (0-8M). (d) Far UV-CD (Jasco) spectra of PSMa3 fibrils (1 h) after
incubation in the absence and presence of high concentrations of urea (0 and 5-8 M urea).



