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Figure 4 - Supplment 1: Cross-seeding of PSM peptides based on seed type. (a) Aggregation of
PSMa2, PSMa3, PSMo4, PSMB1, PSMB2 and &-toxin (0.25 mg/mL) in the presence of 20 %
preformed PSMal seeds. (b) Aggregation of PSMal, PSMa2, PSMo4, PSMB1, PSMB2 and -
toxin (0.25 mg/mL) in the presence of 20 % preformed PSMa3 seeds. (C) Aggregation of PSMal,
PSMoa2, PSMa3, PSMa4, PSMf2 and 4-toxin (0.25 mg/mL) in the presence of 20 % preformed
PSMB1 seeds. (d) Aggregation of PSMal, PSMo2, PSMa3, PSMo4, PSMB1, and 3-toxin (0.25
mg/mL) in the presence of 20 % preformed PSMf2 seeds.






