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Figure 2- figure supplement 1. Dot1l promotes the thermogenic gene program in vitro

Dot1l Pparg Fabp4 Adipoq
0.0

0.5

1.0

1.5
R

el
at

iv
e 

m
R

N
A 

le
ve

ls
BAT cell differentiation

Control
Dot1l KD**

N.S.
N.S. N.S.

A Control Dot1l KD

Dot1l

GAPDH

DMSO EPZ5676

B

-4.
6 k

b U
cp

1

+5
0 b

p T
fam

-20
0 b

p N
rf1

Gap
dh

0.0

0.5

1.0

1.5

R
el

at
iv

e 
en

ric
hm

en
t H3K79me3 ChIP-qPCR

WT-Dot1l
M55L-Dot1l** * *

C

8

HA

GAPDH

EV

W
T-

Dot1
l

M55
L-

Dot1
l


