a Aire-Positive

ident 1 ident 2 Aire Fezf2 Gapdh

logFC adj-p-val logFC adj-p-val logFC adj-p-val

wk 2 cttwk 10 -0.32 1 0.05 1 -0.01 1
wk 4 cttwk 10 -0.90( 1.17E+08 -0.01 1 -0.17 1
wk 6 cttwk 10 -0.22 1 -0.24 1 -0.23 1
wk 10 cttwk 10 -0.01 1 -0.11 1 -0.06 1
ctl wk 2 cttwk 10 -0.06 1 -0.21 1 0.21| 1.57E-07
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