
TGCCGATTTGAAGC - GAG

Clone 1
reference  

Allele 1

Allele 3
reference 

P1F/P1R

P1F/P2R

Primers
TGCCGATTTGAAGCCGAG

                           ?Allele 2
ATCCTGCCGATTTGAA *************** GTTTTCCCCGTTTGTA

ATCCTGCCGATTTGAA GTTTTCCCCGTTTGTA

Clone 1
reference  

Allele 1

Allele 2

AGGGGCCCGGAATCATG
AGGGGCTCGGAATCATG

reference TTCCAGGCCAGGG ****************************** CCAGGAACTG

P1F/P1R

P1F/P2R

Primers

TTCCAGGCCAGGG CCAGGAACTG
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