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TF NES # targets # motifs
FOXM1 5,10 24 4

ELF2 4,09 32 6

RAD21 3,97 40 1

ZNF384 3,92 28 5

GATA3 3,76 47 1

SIN3A 3,68 14 1

HOMEZ 3,67 26 3

E2F4 3,67 16 2

TEAD4 3,60 28 1

YY2 3,53 69 5

SRP9 3,53 15 1

LTF 4,44 37 5

TEAD4 3,98 45 3

NFIC 3,76 22 2

E2F4 3,69 13 1

SOX14 3,69 34 5

FOXM1 3,65 22 3

TF NES # targets # motifs
FOSL1 5,28 11 1

NFKB1 4,56 13 2

NFKB2 4,52 20 5

NFIC 4,46 9 1

PBTF 4,17 85 5

STAT5A 4,03 7 1

NR2F2 3.98 16 1

WT1 3,94 110 9

POU2F3 3,67 39 4

JUND 3,55 10 1

MTA3 3,53 8 1

NR1I2 4,50 46 2

THAP5 4,30 19 1

JAZF1 3,92 98 9

NFKB1 3,86 19 3

FOSL2 3,71 17 1

GATA3 3,71 48 3

NFIC 3,66 50 2

TCF12 3,62 55 2

MYBL2 3,61 49 2

FOXL1 3,54 30 4

SP8 3,51 55 5
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A

Differential genes
FLCNPOS vs. FLCNNEG RPTEC

Identify master transcriptional 
regulators of genes

HIGH in FLCNPOS

B

FLCNpos C1/C2/C3

FLCNneg C1/C2/C3RPTEC/TERT1 tet on Cas9 TP53KO

ISRE E-box
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