Gene set name

C

PEROXISOME A
APICAL_SURFACE A
APICAL_JUNCTION

ADIPOGENESIS q

MYOGENESIS

PANCREAS_BETA CELLS
SPERMATOGEMESIS

ANGIOGEMNESIS
EPITHELIAL_MESENCHYMAL_TRANSITION q

UV_RESPONSE_UP
DNA_REPAIR
UV_RESPONSE_DN A

INTERFERON_GAMMA_RESPONSE A
INTERFEROM_ALPHA_RESPONSE
COAGULATION

COMPLEMENT -
ILG_JAK_STATI_SIGNALING q
ALLOGRAFT_REJECTION
INFLAMMATORY_RESPONSE

OXIDATIVE_PHOSPHORYLATION
BILE_ACID_METABOLISM
HEMNOBIOTIC_METABOLISM
FATTY_ACID_METABOLISM
HEME_METABOLISM q
GLYCOLYSIS
CHOLESTEROL_HOMEOSTASIS

REACTIVE_OXIGEN_SPECIES_PATHWAY
PROTEIN_SECRETION

APOPTOSIS
UNFOLDED_PROTEIN_RESPONSE
HYPOXIA

P53_PATHWAY
MYC_TARGETS_VZ
E2F_TARGETS
G2M_CHECKPOINT
MITOTIC_SPINDLE A
MYC_TARGETS_V1

ESTROGEMN_RESPONSE_LATE
KRAS_SIGMALING_UF
KRAS_SIGNALING_DN -

PI3K_AKT_MTOR_SIGMALING
WNT_BETA_CATENIN_SIGNALING -
MOTCH_SIGMALING -
HEDGEHOG_SIGMALING
IL2_STAT5_SIGMALING
ESTROGEMN_RESPONSE_EARLY A
MTORC1_SIGMALING
ANDROGEM_RESPONSE A
TGF_BETA_SIGMALING
THFA_SIGNALING_VIA_NFKE q
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RNA

TF NES # targets # motifs
FOSL1 5,28 11 1
NFKB1 4,56 13 2
NFKB2 4,52 20 5
NFIC 4,46 9 1
PBTF 4,17 85 5
STAT5A 4,03 7 1
NR2F2 3.98 16 1
WT1 3,94 110 9
POU2F3 3,67 39 4
JUND 3,55 10 1
MTA3 3,53 8 1
NR1I2 4,50 46 2
THAPS 4,30 19 1
JAZF1 3,92 98 9
NFKB1 3,86 19 3
FOSL2 3,71 17 1
GATA3 3,71 48 3
NFIC 3,66 50 2
TCF12 3,62 55 2
MYBL2 3,61 49 2
FOXL1 3,54 30 4
SP8 3,51 55 5

PROTEIN

TF NES # targets # motifs
FOXM1 5,10 24 4
ELF2 4,09 32 6
RAD21 3,97 40 1
ZNF384 3,92 28 5
GATA3 3,76 47 1
SIN3A 3,68 14 1
HOMEZ 3,67 26 3
E2F4 3,67 16 2
TEAD4 3,60 28 1
YY2 3,53 69 5
SRP9 3,53 15 1
LTF 4,44 37 5
TEAD4 3,98 45 3
NFIC 3,76 22 2
E2F4 3,69 13 1
SOX14 3,69 34 5
FOXM1 3,65 22 3




