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Density distribution of PAC1 expressing cells in selective cortical regions
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Semiquantitative annotations are used here (the percentage of PAC1 expressing cell/total Nissl stained nuclei: “+++”, moderate (60%-40%); “++++”, intense (80%-60%); “+++++”, very intense (>80%). ACAd: anterior cingulate area dorsal; ACAv: anterior cingulate area ventral; AI: agranular insular area; AIp: agranular insular area, posterior part; GU: gustatory area; Mop: primary motor area; RSPd: retrosplenial area dorsal; RSPv: retrosplenial area ventral; SSp: primary somatosensory area; SSs: supplemental somatosensory area; VISC: visceral area. 

