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+MS, 0.3-0.4min, -Constant Bkgrnd, Deconvoluted (MaxEnt, 454.27-915.87, *0.034375, 10000)
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+MS, 0.2-0.5min, -Constant Bkgrnd, Deconvoluted (MaxEnt, 454.43-1178.21, 0.1, 10000)
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+MS, 0.3-0.4min, -Constant Bkgrnd, Deconvoluted (MaxEnt, 427.92-922.89, 0.1, 10000)

0.0

0.2

0.4

0.6

0.8

1.0

5x10
Intens.

0.00

0.25

0.50

0.75

1.00

1.25

1.50
5x10
200 400 600 800 1000 1200 1400 m/z

2745 2750 2755 2760 2765 2770 2775 2780 Mass [Da]

46
1.

61
82

  3
+

49
9.

31
27

  4
+

55
3.

54
35

  5
+

59
2.

10
83

  4
+

63
8.

61
77

  1
+

66
5.

40
08

  3
+

69
1.

67
53

  4
+

75
5.

45
80

  3
+

78
9.

14
09

  9
+

81
2.

82
00

  3
+

85
4.

99
47

  9
+

92
1.

89
47

  3
+

96
8.

01
93

  6
+

11
61

.4
22

0 
 5

+
11

77
.4

15
5 

 5
+

+MS, 0.2-0.5min #12-30, -Constant Bkgrnd
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+MS, 0.2-0.5min, -Constant Bkgrnd, Deconvoluted (MaxEnt, 447.60-1452.01, 0.1, 10000)
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