Figure 2—figure supplement 1

A FPKM of various treatments
Gene 12d TNF-a 12d TNF-o + 10d
0hTNF-a 12 h TNF-a +10d +12 h TNF-a
EGFP 3.3 164.0 20.0 794.0
CALCB 5.7 92.8 41.4 346.3
PTGES 0.1 11.8 13 29.6
LHX2 1.9 5.4 2.3 8.0
CCL2 0.0 4.6 0.1 6.3
TNF 0.0 4.3 0.0 6.1
1L32 0.4 33.3 35 29.1
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