Figure 5 Fig. supp. 1; Erez et al.
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Metascape analysis for down-regulated DEG'’s only upon
Not-RNAI not shared with down-regulated genes upon
esg expression in EC (Fig 5A)
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Shared TF in down regulated DEG'’s upon Not-RNAi and esg
expression in EC (Fig 5A)
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7 TF for down-regulated DEG’s only upon
Not-RNAI not shared with down-regulated genes upon
esg expression in EC (Fig 5A)
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