
0.0

0.2

0.4

0.6

plus minus

%
 o

f r
ea

ds

Rsp

1.688

Rsp major locus (all mapped reads)

testis

Rsp major locus (all mapped reads)

260-bp 2L locus (all mapped reads)

Rsp

1.688

strand

A

B

Rsp major locus (uniquely mapped reads)

260-bp 2L locus (uniquely mapped reads)

0.0

0.2

0.4

plus minus

%
 o

f r
ea

ds

Rsp

1.688

410 440position on contig (kb)

re
ad

 d
ep

th

410 440position on contig (kb)

re
ad

 d
ep

th

50 100position on contig (kb)

re
ad

 d
ep

th

50 100position on contig (kb)

re
ad

 d
ep

th

410 440position on contig (kb)

re
ad

 d
ep

th

50 100position on contig (kb)

re
ad

 d
ep

th

410 440position on contig (kb)

re
ad

 d
ep

th

50 100position on contig (kb)

re
ad

 d
ep

th

plus strand

minus strand

Rsp major locus (uniquely mapped reads)

uniquely mapped reads for genomic satDNAsall mapped reads for genomic satDNAs

ovary

260-bp 2L locus (uniquely mapped reads)260-bp 2L locus (all mapped reads)

Figure 2-figure supplement 4


