
Figure 4 — figure supplement 3

Figure 4 — figure supplement 3. Point mutations in MlaE. (A) Center, MlaE dimer (gray ribbons) with sites of
mutations indicated by spheres (lime), and the two bound lipids (magenta and blue sticks). Left, zoomed in view of the salt
bridges formed by residues Arg97, Glu98, Lys205, and Asp250 (lime sticks), part of a larger polar interaction network
including Gln73, Asp198, and Thr254 (black sticks). Right, zoomed in view of interactions between Tyr81 (lime) and
bound lipids (blue and magenta). (B) 10-fold serial dilutions of the indicated cultures spotted on LB plates containing SDS
and EDTA at the concentrations indicated and incubated overnight. The mlaE knockout grows poorly in the presence of
SDS+EDTA, but can be rescued by the expression of WT MlaE or MlaE mutants. (C) Same as in (B), but plated on LB
only.
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